
logo MKQVAIGYLRQSTLMTKQQSLSAAQKQATIKEAI
LAKEKHHNIQYHINTFYSDKQSGRKTDNKRSNGYRQQMITQEL IQQGQCDI

VLCCYRLNRLHRN
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
NTDB id 180423 A2I65 RS00285 WP 065865881.1 MKQAIGYLRQSTLKQQSLSAQKQTIKALAEKHNIQHITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
consensus !!!*!!!!!!!!*!!!!!*!!!!*!*!*!*!!*!!*!*!!!!!!!!!*!*!*!!*!*!*!!!!!!!!*!!!!!!!!!!!!

logo LKNALKLMIKLCQKQTYNHVDHI LSVNHDGYFDLMNDQKSAFDRFLKLNI F I SLAELESNDNIGEQVKRSNGLIQKEKARKQGRKML ITTHAPFGYEHYYH
NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
NTDB id 180423 A2I65 RS00285 WP 065865881.1 LKNALKLIKLCQQYNVDILSVNDGYFDLNKSFDRLKLNIFISLAELESNNIGEQVSNGIKEKARQGKLITTHAPFGYHYY 160
NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
consensus !!!!!!!*!!!! !*!*!!!!*!!!!!****!!!*!!!!!!!!!!!!!*!!!!!!*!!**!!!*!!**!!!!!!!!!*!*

logo

K
NGATF ITVIDNPQTNVKESAQPTVTKAVFKNYYI

L
K
QGHYGYKKIAQLYLEAEKDDNTKFLYINRQKPYQVRNI I ILMNPNYCGRVI

NNKQYGTQYFEDNMFPAFS I IVSKTTSVI
NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
NTDB id 180423 A2I65 RS00285 WP 065865881.1 KGTFVINPVEAQTVTAVFKYYLQGYGYKKIAQYLEKDNKLINRKPYQVRNIIMNPNYCGRVNNKYGTFDNMFPFIISKSV 240
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
consensus *!*!*!* ****!!*!!!*!!**!*!!!!!!!*!! !***!!!*!!!!!!!!*!!!!!!!!*!*!!***!!!! !*!***

logo YKEDEQAQARVI
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PSADENLQLKQKIKCPYCCNDTSTLTNMTVIRKKEHNHTLRYYVCPQKNMNEASRFVCDESFKGINAQTELEDTVKQSVLEAVT

NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
NTDB id 180423 A2I65 RS00285 WP 065865881.1 YKDAQAIRVNKQVQRTPSANLLKQKIKCPCCDSTLTNMTIRKKEHTLRYYVCPKNMNESRFVCSFKGINAQELEVQVLAT 320
NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
consensus !**!! *!**!******!*!*!!!!!!!!*!**!!!!!!*!!! !!!!!!!!!*!!!*!!!!!*!!!!!!!*!! !!**

logo CKQNDFYFQNQRQI
LYTSKIKNGHNATIDHQKQRI

LKKRQRDNVI EAKTHKHSTMTLNTHQEQL IDEKLAKQDGI
K
MIDAETFRNEQSTQSVLLRQKQPRSQKI
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NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ 400
NTDB id 180423 A2I65 RS00285 WP 065865881.1 CQNFFQNQQLYSKINNTIHQRLKKQRVIEAKSMLTQEQLIDKLAKGMIDAETFRNQSQSVLQKRKIISSISDTQLQTSLQ 400
NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ 400
consensus !**!*!!!**!*!!* *! *!*!*!! !! ***!**!!!!*!!!***!!!!!!!*!*!!**!* * **!!* !** **!

logo NVI IQKQSRFTLNI
MLYPYI EDTE IHNR I STKDNKNSVLAIVGIYFKNEPLNIVKNQTTMEQLSS IVA

NTDB id 10 SA RS00435 WP 000815646.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 180423 A2I65 RS00285 WP 065865881.1 NVIQQSFTLNMLYPYIDEIRITKNKVLVGIYFKNEPLNIVNQTTQSSIA 449
NTDB id 1 SACOL RS00225 WP 000806247.1 NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
consensus !*!!**!!!!*!!!!!**! !*!*! !*!!!!!!!!!!!!*!!***!!*
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