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MKQWIGYLRQST KQQSLAAQKQINIEA AWKHBIIQHINFYSDKQSGREDNREGYRA T LIQQGQCD LCCYRLNRLHRN
MKQAIGYLRQST KQQSLAAQKQTIALAKKHNIEHITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN|
MKQAIGYLRQSTHKQQSLAAQKQTIEALAKKHNIQMITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN
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LKNALKLMKLCQMYHVHILSVHDGYFDMDWNAFDRIFKLNIFISLAELESDNIGEQV NG [MEKAKQG JMITTHAPFGYJAYH
LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH
LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH

e T s
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NGTF IDTVKAPT KAVENYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI
NGTFQNIDTVKAPTVKAVENYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI
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