
logo MQQLKQTKRVGIYVRVSTEMQSTEGYS IDGQINQIKEYCDNFHHFEVKDIYADRGI SGKSMNRPELQR I
MLKDAKNEGHYIDCVM

NTDB id 180420 A2I65 RS00180 WP 002506257.1 MQQLKQKRVGIYVRVSTEMQSTEGYSIDGQINQIKEYCNFHHFEVKDIYADRGISGKSMNRPELQRMLKDANEGHIDCVM 80
NTDB id 11 SA RS00430 WP 001186602.1 MQQLKTKRVGIYVRVSTEMQSTEGYSIDGQINQIKEYCDFHHFEVKDIYADRGISGKSMNRPELQRILKDAKEGYIDCVM 80
consensus !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!*!!!!!

logo VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQI LASFSEFERNNIVENVFMGQTRRAQEGYYQGN
NTDB id 180420 A2I65 RS00180 WP 002506257.1 VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRAQEGYYQGN 160
NTDB id 11 SA RS00430 WP 001186602.1 VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRAQEGYYQGN 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LPLGYDKIPDNNSKHELMINQHEANIVKYI FESYAKGHGYRKIANALNHKGYVTKKGKNPFS INSS ITYI LAVNPFYIGKIQFAK
NTDB id 180420 A2I65 RS00180 WP 002506257.1 LPLGYDKIPDNKHELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGNPFSINSITYILVNPFYIGKIQFAK 240
NTDB id 11 SA RS00430 WP 001186602.1 LPLGYDKIPNSKHELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGKPFSISSITYILANPFYIGKIQFAK 240
consensus !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!! !!!!!!!!!!!!

logo YKDWNSEKRRKGLNDKTPVI
VADEGKHSP I INSQDELWDKVHQMSRKMKQVSQKPQVHGKGTNLLTGI IHCPQCGAPMAASNTTNTLKD

NTDB id 180420 A2I65 RS00180 WP 002506257.1 YKDWNEKRRKGLNDTPVVADGKHSPIISQELWDKVHSRMKQVSQKPQVHGKGTNLLTGIIHCPQCGAPMAASNTTNTLKD 320
NTDB id 11 SA RS00430 WP 001186602.1 YKDWSEKRRKGLNDKPVIAEGKHSPIINQDLWDKVQMRKKQVSQKPQVHGKGTNLLTGIIHCPQCGAPMAASNTTNTLKD 320
consensus !!!! !!!!!!!!! !!*!*!!!!!!! !*!!!!!* ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GTKKR IRYYSCSNFRNKGSKVCSANSVRADEVI EDKYVMDKQI LE IVKSDKVI
L
K
Q
Q
RVVETHRVNQDENQVDGVAAGLHNHDIAYKQQQFYD

NTDB id 180420 A2I65 RS00180 WP 002506257.1 GTKKRIRYYSCSNFRNKGSKVCSANSVRAEVIEKYVMDQILEIVKSDKVLKQVVERVNQDNQVDVAGLNHDIAYKQQQFD 400
NTDB id 11 SA RS00430 WP 001186602.1 GTKKRIRYYSCSNFRNKGSKVCSANSVRADVIEDYVMKQILEIVKSDKVIQRVVTHVNQENQVDGAALHHDIAYKQQQYD 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !!! !!!!!!!!!!!* !! *!!!*!!!! !*!*!!!!!!!!!*!

logo E I
V
N
Q
I
TKLKNNL IKQTI EDNPDLTSAVI

L
K
R
A
P
S
TIHQKQYEKTQLNDITNQI

MNQLKHNQQNEQDEKPTLSFYDATKEQIASAKLLQRHR I FHQDNI EKHS IMDEKSQRLK
NTDB id 180420 A2I65 RS00180 WP 002506257.1 EINTKLKNLIQTIEDNPDLTSALKATIHQYETQLNDITNQMNQLKHQQNQEKTSYDTKQIAALLRRIFQNIESMDKSQLK 480
NTDB id 11 SA RS00430 WP 001186602.1 EVQIKLNNLIKTIEDNPDLTSVIRPSIQKYEKQLNDITNQINQLKNQQNEDKPLFDAKEISKLLQHIFHDIKHIEKSRLK 480
consensus !** !! !!! !!!!!!!!!! ****!* !! !!!!!!!!*!!!!*!!! *!* *! ! ! !! *!!* ! ***!! !!

logo ALYLSTVIDR IDIKRKDEGNHKKQFYVTLKLNNE I IKQLFNNKNNQLDEVHLLSTSSLFLPKQTLYFLQTI
NTDB id 180420 A2I65 RS00180 WP 002506257.1 ALYLTVIDRIDIRKDENHKKQFYVTLKLNNEIIKQLFNNNNLDEVLLSTSSLFLPKTLYFQI 542
NTDB id 11 SA RS00430 WP 001186602.1 ALYLSVIDRIDIKKDGNHKKQFYVTLKLNNEIIKQLFNNKQLDEVHLSTSSLFLPQTLYLTI 542
consensus !!!!*!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!! *!!!!*!!!!!!!!! !!! !
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