logo

NTDB id 180420 A2I65 RS00180 WP 002506257.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 180420 A2I65 RS00180 WP 002506257.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 180420 A2I65 RS00180 WP 002506257.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 180420 A2I65 RS00180 WP 002506257.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 180420 A2I65 RS00180 WP 002506257.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 180420 A2I65 RS00180 WP 002506257.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 180420 A2I65 RS00180 WP 002506257.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

AR AT GTE 1 DAINEY DR 1 1 LR LR

MQQLKMKRVGIYVRVSTEMQSTEGYSIDGQINQIKEYCWFHHFEVKDIYADRGISGKSMNRPELQR LKDANEG]EIIDCVM
MQQLKWKRVGIYVRVSTEMQSTEGYSIDGQINQIKEYCIWFHHFEVKDIYADRGISGKSMNRPELQR LKDAMEG IDCVM
N T T T

TRUATLLANEDLRIVEER AER TS L LASEHRIVEIE FRAE 1O

VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRAQEGYYQGN|
VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRAQEGYYQGN

S

LA RN OV A M S TG

LPLGYDKIPPWKHELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGRPFSIWNSITYILYNPFYIGKIQFAK
LPLGYDKIPRRIKHELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGIHPFSINSITYILEIPFYIGKIQFAK|
N PP e e o rrrr e rrrrrrrrrrn

WD L 5 DR LT 1 A BTN

YKDWNEKRRKGLNDNPV A GKHSPIIBNQ LWDKVESRWMIKQVSQKPQVHGKGTNLLTGIIHCPQCGAPMAASNTTNTLKD
YKDWSJEKRRKGLNDIHPV A GKHSPIIWQ LWDKV WIRISKQVSQKPQVHGKGTNLLTGIIHCPQCGAPMAASNTTNTLKD
UL

N R

GTKKRIRYYSCSNFRNKGSKVCSANSVRA VIEIQYVMIJQILEIVKSDKV IQNVVId VNQ NQVD\YA L HDIAYKQQQ D
GTKKRIRYYSCSNFRNKGSKVCSANSVRA VIERYVMIMQILEIVKSDKV [iVVye:slVNQ NQVD[A LEHDIAYKQQQ D
1

N1 SIERA A Bt )L RN B D A AR

N VEDNPOLT S o LTI LAtk Lo s el

LINNLIMTIEDNPDLTSI BNYERWQLNDITNQ NQLKEIQQN® K [§ Dywk®IF¥AL i NIl KSELK
LRINLIMTIEDNPDLTSY B I RYERQLNDITNQ NQLK QQNi KB DRKIIFFALLMEIFEWIfeE KSBLK
T P

Dkk 00 LUL DDLU ETEDT skoksoktok DL LULUIE T ERD DT kD] K lk *1 KU1k L kkkll 11

D R BT o

IDRIDI KDJINHKKQFYVTLKLNNEIIKQLFNNWN LDEV LSTSSLFLPJSTLYIJNI 542
IDRIDI KD[ENHKKQFYVTLKLNNEITKQLFNN|Y LDEVRBILSTSSLFLP[NTLYIRNT 542
PRkl PELE bt e b bbb bbb e

80
80

160
160

240
240

320
320

400
400

480
480



(>4 S

non conserved
similar
>50% conserved



