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NTDB id 1359 HI 0061 AAC21739.1 LSPHNVVTRADNSHSCVILVDDGKNSVLLTGDAEAKNEQIFAR..TLGKIDVLQVGHHGSKTSTSEYLLSQVRPDVAIIS 723
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NTDB id 180402 A2I62 RS06530 WP 015900456.1 ................MAIIKTRKYNILTTGDATVKNESKLLANYLIPRIDILKVGHHGSKTSSSEKFINSIHPHYSVIS 64
NTDB id 22 SA RS07995 WP 001557362.1 ......NSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLLKKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLIS 678
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NTDB id 1359 HI 0061 AAC21739.1 SGRWNPWKFPHYSVMERLHRYKSAVENTAVSGQVRVNFFQDRLEIQQARTKFSPWYARVIGLSKE 788
NTDB id 596 KW2 RS08720 WP 021037686.1 VGKANRYGHPNQETLETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR................ 736
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NTDB id 22 SA RS07995 WP 001557362.1 SGKNNMYHLPNIEVVKRLQRIRSRIYNSQQNGQVTIDLD.DNLKVDSNSYG......NASGL... 733
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