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NTDB id 180171 A361 RS21420 WP 019382897.1 MEKQDSMDLFAEQGKFIKGRHLVTIFHNEQNLYTVVRIRVDETNDSYDEKEAVITGYLPKMHEQETYIFYGEFKDHPKFGVQFHA 85
NTDB id 355 BSU 27480 NP 390625.1 .MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGLQFQA 84
consensus * !** ! ! ***!! * !*!!* !!!!!****! !! * **! *!!! ! **! !!! !!! !!!!!*!!*!

logo

E
SHFYKRKDE I

LPQTTKEQGI
V
A
I
N
QYLSSDELFEKGIGKKTAEEQIVEKKTLGDEDSAINTKR I LANDQAPSLVLDYDKVPKRLSKPEKKADKLTLAYDGATLMQERHQGLEQAIMIASLN

NTDB id 180171 A361 RS21420 WP 019382897.1 SHYRKDLPQTKQGVANYLSSELFKGIGKKTAEQIVETLGEDAITRILNQPSLLDKVPKLSPEKAKLLYDTLMEHQGLEQAMIALN 170
NTDB id 355 BSU 27480 NP 390625.1 EHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQGLEQIMISLN 169
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NTDB id 180171 A361 RS21420 WP 019382897.1 QYGFGPQLSMRIYQVYKEMTIEVLQSNPYKLVEDIEGVGFGRADELGYQIGISGNHPDRIKAACLYILEMESMQAGHVYTEAKPL 255
NTDB id 355 BSU 27480 NP 390625.1 QFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETTCLSEGHTYIETEQL 254
consensus !*!!!!!!!!*!!! ! !*! *! !!! !! !*!!*!!!*!!!!! *!*!!!!!*!*!!!*!! !! ** !! ! ! *!
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NTDB id 180171 A361 RS21420 WP 019382897.1 LQSVKKLLEENKRDSI..EYRDISNELIKLEEEGKIMAEGQKIYLPSLYFSEKGLVTNIKRILKQTQYDEQFPESEFLLALGNLE 338
NTDB id 355 BSU 27480 NP 390625.1 IIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQTEYENQFPESEFLLALGELE 339
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logo ERLMDGVQYAPSTQKEAIQKTALMSSPML ILLTGGPGTGKTTVIKRGIVELYAGELHGCVSLDEPKSADYKKDEEAPFPFI LVLAAPTGRAAKRMASESTGL
NTDB id 180171 A361 RS21420 WP 019382897.1 ERLGVQYAPTQKEAIQTALMSPMLILTGGPGTGKTTVIKGIVELYAELHGCSLEPKDYKKEEPFPFLLAAPTGRAAKRMAESTGL 423
NTDB id 355 BSU 27480 NP 390625.1 ERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKDEAFPIVLAAPTGRAAKRMSESTGL 424
consensus !!* !!!!!*!!!!!! !! !!!!*!!!!!!!!!!!!!*!!!!!!*!!!!*!!*! !!!*!*!! *!!!!!!!!!!!! !!!!!
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NTDB id 180171 A361 RS21420 WP 019382897.1 PAVTIHRLLGWNGTEGFDRHEESPLEGRILIVDETSMVDVWLANQLFKALPENMQVILVGDEDQLPSVGPGQVLKDLLRSERIPT 508
NTDB id 355 BSU 27480 NP 390625.1 PAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQIIIVGDEDQLPSVGPGQVLRDLLASQVIPT 509
consensus !!!!!!!!!!!!! !!! **!* !*!!**!!*!! !!*!*!!!!*!!!!*!***!*!*!!!!!!!!!!!!!!!!*!!! ! !!!

logo VRLTDIYRQAEGSS I IVELAHEQMKKNGKLLPANNI
L
S
TAPQQTKTDRSF IKRCGQGPGSQIAKDEVVEKVVALNAKLKKGYSTASKDIQVLAPMYRGKPAGIDNERL

NTDB id 180171 A361 RS21420 WP 019382897.1 VRLTDIYRQAEGSSIIELAHEMKKGKLPANISAQQTDRSFIKCQPGQIADVVEKVVLNAKKKGYSSKDIQVLAPMYRGPAGIDRL 593
NTDB id 355 BSU 27480 NP 390625.1 VRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINEL 594
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NTDB id 180171 A361 RS21420 WP 019382897.1 NEILQEILNPNPDGTRKELSFGDVKYRIGDKVLQLVNQPENNVFNGDMGEIVSIFYAKENTEKQDMIVVSFDGAEATYTRQDLNQ 678
NTDB id 355 BSU 27480 NP 390625.1 NVMLQDILNPP.KEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQ 678
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NTDB id 180171 A361 RS21420 WP 019382897.1 ITHAYCCSVHKSQGSEFPIVILPIVKSYYRMLRRNLLYTAITRSRQFLILCGEEDALKIGVERADEQARLTTLSEKLRDAIPLNG 763
NTDB id 355 BSU 27480 NP 390625.1 FTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMD 763
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NTDB id 180171 A361 RS21420 WP 019382897.1 ETIQEDTAELSLPETLTLEERLLQADPMIGMGNITPYDFMEKEYS 808
NTDB id 355 BSU 27480 NP 390625.1 AEL..........EALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
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