
logo

MKNNWIYPVICL I SLNSLMLGGQSWLTWSLLLLAFVKL I SLRQTQITIMTIGLCLVYGGRFWI SYHSVTQPQQPVAQYFK
NTDB id 180054 A4W74 RS06030 WP 054644305.1 ................................................................................ 0
NTDB id 614 LCA RS05330 WP 011374769.1 MKNNWIYPVICLISLNSLMLGGQSWLTWSLLLLAFVKLISLRQTQITIMTIGLCLVYGGRFWISYHSVTQPQQPVAQYFK 80
consensus ********************************************************************************

logo

VQPDAIQVAGDSVQLTAIGQQDGQTIKAYYRCQTFAEKRRWQQVRHPVLFYGEKDFKR IQGATNQNEFDYARFLAQQKRC
NTDB id 180054 A4W74 RS06030 WP 054644305.1 ................................................................................ 0
NTDB id 614 LCA RS05330 WP 011374769.1 VQPDAIQVAGDSVQLTAIGQQDGQTIKAYYRCQTFAEKRRWQQVRHPVLFYGEKDFKRIQGATNQNEFDYARFLAQQKRC 160
consensus ********************************************************************************

logo

FYQLTLAKKTTFALRRPSSGLDWLHYWRQTCALYLRKLPTALRFHAQTLLLGLREAQVDHYQVVLGHLGI IHLLSLSGLH
NTDB id 180054 A4W74 RS06030 WP 054644305.1 ................................................................................ 0
NTDB id 614 LCA RS05330 WP 011374769.1 FYQLTLAKKTTFALRRPSSGLDWLHYWRQTCALYLRKLPTALRFHAQTLLLGLREAQVDHYQVVLGHLGIIHLLSLSGLH 240
consensus ********************************************************************************

logo

VFYLVQVIRWCATYCR IPRERLNCMLFGLLPVYALLVGGTTS I SRAIAL I LSRLLCKQLGIRQSRLDSWSLVLLVNLFWQ
NTDB id 180054 A4W74 RS06030 WP 054644305.1 ................................................................................ 0
NTDB id 614 LCA RS05330 WP 011374769.1 VFYLVQVIRWCATYCRIPRERLNCMLFGLLPVYALLVGGTTSISRAIALILSRLLCKQLGIRQSRLDSWSLVLLVNLFWQ 320
consensus ********************************************************************************

logo

PYLLHSMGGI LSYLMAFAL IY IGEGSTFKVAYWLSLLSLPVCLRFNYRWHVLTIMMNALVTP IYLP IVLGLAIVASVMLP
NTDB id 180054 A4W74 RS06030 WP 054644305.1 ................................................................................ 0
NTDB id 614 LCA RS05330 WP 011374769.1 PYLLHSMGGILSYLMAFALIYIGEGSTFKVAYWLSLLSLPVCLRFNYRWHVLTIMMNALVTPIYLPIVLGLAIVASVMLP 400
consensus ********************************************************************************

logo

VSNLVVNGCEWLLQL IYKGLGLVVQIPHAMITFGKIPLLPLLL IVTVSLL
M
A
L
I
S
D
TGQRARAI SNKQWRKRGLKWGRATLVI

VSLYLVAI SF ILAGI
NTDB id 180054 A4W74 RS06030 WP 054644305.1 .................................................MASTGRRA..KW...GWGAVISLYVISFIGI 26
NTDB id 614 LCA RS05330 WP 011374769.1 VSNLVVNGCEWLLQLIYKGLGLVVQIPHAMITFGKIPLLPLLLIVTVSLLLIDGQAISNQWRKRLKRTLVSLYLASFLAI 480
consensus ************************************************** ! ** !*** **!!!* !!**!

logo HFNPTVGRVI
VMFDIGQGDSLL IQQTPFNRHNQLL IDTGGRLALPQAEAKWQRRAQI

QVSRAEKVTVNYLYSCQGI
VDHI

L
D
EAI

VALSHQDA
NTDB id 180054 A4W74 RS06030 WP 054644305.1 HFNPVGRVIMFDIGQGDSLLIQQPFNRHNLLIDTGGRLALPQEKWQRRQIVSRAEKVTVNYLYSCGIDHLEAIALSHQDA 106
NTDB id 614 LCA RS05330 WP 011374769.1 HFNPTGRVVMFDIGQGDSLLIQTPFNRHQLLIDTGGRLALPQAAWQRRAQVSRAEKVTVNYLYSQGVDHIDAVALSHQDA 560
consensus !!!! !!!*!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!*!*!!**!*!!!!!!!



logo DHIGDLNEQI LMKQHQIRVDKR I
L ICAAGLPQNRQFQRQI

VRPFHLATKTVAQI EPYLADGAQAHFKMI
VGHSQKQFINVLAPTVKVAPGKPGEGNASDSLVLQAT

NTDB id 180054 A4W74 RS06030 WP 054644305.1 DHIGDLNEIMQHIRVKRLICAAGLPQNRQFQRQVRPHLTKVAIEPYLADQHFMIGHQQINVLAPVVAGPGGNADSLVLQT 186
NTDB id 614 LCA RS05330 WP 011374769.1 DHIGDLNQILKQIRVDRIICAAGLPQNRQFQRQIRPFLATVQIEPYLAGAAFKVGSQKFNVLAPTKPGKGENSDSLVLQA 640
consensus !!!!!!! !* *!!! !*!!!!!!!!!!!!!!!*!!*! ! !!!!!! *! *!*! !!!!! *!*! ! !!!!!!

logo QIGGASWLFTGDLEKQAEGERVAI IVDERYPQLRTVDYLKVGHHGSKQTASDPQTSVIAKKTLWHQLVKGAL I SATGREHNRYGHPHAQAETLQTTLKQAR
NTDB id 180054 A4W74 RS06030 WP 054644305.1 QIGGASWLFTGDLEKAGEVAIVDRYPQLRVDYLKVGHHGSQTASDPQSIATWQVKGALISAGRHNRYGHPHAATLQTLKR 266
NTDB id 614 LCA RS05330 WP 011374769.1 QIGGASWLFTGDLEQEGERAIIERYPQLTVDYLKVGHHGSKTASDPTVIKKLHLKGALISTGRENRYGHPHQETLTTLQA 720
consensus !!!!!!!!!!!!!! !! !!**!!!!! !!!!!!!!!!! !!!!! ! **!!!!!! !!*!!!!!!! !! !!

logo AKNVPFYWLNTADQCQGMLETWARYGFPGQSVEPKMI
L
K
QTTI

LKDCSDEK
NTDB id 180054 A4W74 RS06030 WP 054644305.1 ANVPFWNTADCGMLEWRYGFGQVPMIKTTLKDCD. 300
NTDB id 614 LCA RS05330 WP 011374769.1 AKVPYWLTAQQGMLTWAYGPGQSEKLQTTIKDSEK 755
consensus ! !!*! !! *!!! ! !!*!! * * !!*!!***

X non conserved

X similar

X ≥ 50% conserved


