
logo MKAARLSKNEGFTL I EMCVVLAIVSLLSWLP IYQIKQYRAQQAEQLFLHQFETSWDAARQYVAI EPRAVGRVMWDAPTHTI
NTDB id 620 LCA RS06465 WP 041820876.1 MKAARLSKNEGFTLIEMCVVLAIVSLLSWLPIYQIKQYRAQQAEQLFLHQFETSWDAARQYVAIEPRAVGVMWDAPTHTI 80
NTDB id 179994 A4W82 RS07240 WP 251925655.1 MKAARLSKNEGFTLIEMCVVLAIVSLLSWLPIYQIKQYRAQQAEQLFLHQFETSWDAARQYVAIEPRAVRVMWDAPTHTI 80
NTDB id 621 LCA RS06460 WP 011374997.1 ................................................................................ 0
consensus ********************************************************************* **********

logo TFKGAGEASFRNHQLVLPETLTVSNPAEWHL INITHNKGIKPRTLKLKSTLNHNREYQYKVQMMWGVYLYHMVFQRKSRPAFLSLVENI
NTDB id 620 LCA RS06465 WP 041820876.1 TFKGAGESFRNHQLVLPETLTVSNPAEWHLINITHNKGIKPRTLKLKSTLNNREYQYKVQMMWGVLHVQK.......... 150
NTDB id 179994 A4W82 RS07240 WP 251925655.1 TFKGAGEAFRNHQLVLPETLTVSNPAEWHLINITHNKGIKPRTLKLKSTLNHREYQYKVQMMWGYYMFRSRPAFLLVENI 160
NTDB id 621 LCA RS06460 WP 011374997.1 ..................................................................MFRSRPAFSLVENI 14
consensus ******* ******************************************* ************ ******** *****

logo IALTLVLGACWLLTVSLLHFKQQQTLKQQQVAQQAVLAMAAEQLRAHQTVKKRWQMGRTIYTVTANQQKLKVTTKAGESV
NTDB id 620 LCA RS06465 WP 041820876.1 ................................................................................ 150
NTDB id 179994 A4W82 RS07240 WP 251925655.1 IALTLVLGACWLLTVSLLHFKQQQTLKQQQVAQQAVLAMAAEQLRAHQTVKKRWQMGRTIYTVTANQQKLKVTTKAGESV 240
NTDB id 621 LCA RS06460 WP 011374997.1 IALTLVLGACWLLTVSLLHFKQQQTLKQQQVAQQAVLAMAAEQLRAHQTVKKRWQMGRTIYTVTANQQKLKVTTKAGESV 94
consensus ********************************************************************************

logo AINWTTD
NTDB id 620 LCA RS06465 WP 041820876.1 ....... 150
NTDB id 179994 A4W82 RS07240 WP 251925655.1 AINWTTD 247
NTDB id 621 LCA RS06460 WP 011374997.1 AINWTTD 101
consensus *******
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