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NTDB id 179787 GFC30 RS13845 WP 066326418.1 MLTAKTRWDVKRPSLDKVNQLVERLNIAPLVASLLINRGIETAEAAKAFLMPEKQPLHDPFLFDSMEQAVERIRRAIQAR 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! ! !!** !! !!! ! ! !*! !!!!!!!* !! *!!! !* !!** * *!!! ! ! *!!* !!
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NTDB id 179787 GFC30 RS13845 WP 066326418.1 ERILVFGDYDADGVSSTTVMMSALNELGANADFYIPNRFTEGYGPNEPAFRLAKAQGVSLIITVDTGIAAVKEIALANEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !*!***!!!!!!!!*!!*!!** !* ! !* !!!!! !! !!!!!!!*!!! ! ! !!!!!!!!!!!!!*! *! !!
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NTDB id 179787 GFC30 RS13845 WP 066326418.1 GMDVIITDHHEPGPVLPEALAIIHPKI..GRYPFRELAGVGVAFKLAHALLGDVPEHLLDVVAIGTIADLVSLTGENRSL 238
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!!!!!!!!!!!! !!* !!*!!! *** !!!*!!!!!!!!!!!!!!!!!**!**!!!* !!!!!!!!!*!* !!! *
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NTDB id 179787 GFC30 RS13845 WP 066326418.1 VVRGLEQLRNTARIGLRTLLKQCGVNLAQVNEETVGFVIAPRINAVGRLGDAAPAVKLLMTDDEAEAQQLAAEMDVLNRE 318
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus !!! !! ! !*!!* !*! *! ** !!!!!!! *!!!*!!!!!* ! !!!*!!!**! !! !!!!*! !!*!
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NTDB id 179787 GFC30 RS13845 WP 066326418.1 RQKLVSDITEEAVAIIERTFPLDANRVLVVAKEGWNAGVVGIVASKLVERFYRPTIVLSIDREKGIAKGSGRSIHGFDLF 398
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGL..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !!!*!! *!*!!* **! *** * *!!!! !!!*!!!!!!!!!!!*!!!!! !!! !! !!!!!!!!*!!!*!! !!
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NTDB id 179787 GFC30 RS13845 WP 066326418.1 HHLSACRDILPHFGGHPMAAGMTLAIEHVDELRERLNRQAWETLTEEDFLPVTSIDAVCSVRDVTLEAVEQLEQLAPFGA 478
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus **!! !!!!!!!!!!!!!!!!!!! !*!**!! !!! ! !!!!!!!*!! *! !! ! !*!*! * * ! !!!
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NTDB id 179787 GFC30 RS13845 WP 066326418.1 DNPKPFVLLEEVAVQTIRRIGTNQAHIKMLFEHEGHTLDSVGFGYGYLHDEIASDAKVSVVGTLSVNEWNYLRKPQLMIC 558
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !!!!*!!*! * *!*!! ! !*!! *! * !!*!!! ! !** ! * **!*!! *!*!!!! *!!!!!!*
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NTDB id 179787 GFC30 RS13845 WP 066326418.1 DVAVREWQLFDWRGIKQVQSALAALPLDKRLLVAFRPETIGILQLEAYRDEVHIIISEEEANRICADGRYLVLLDLPPKV 638
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus ! !! !!!!!! !! * * !!! !! *! !**** *!! ! ! !!!*! ! * ! * !! !*!!!!*!! *
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NTDB id 179787 GFC30 RS13845 WP 066326418.1 DVLKVLLHGSLPARIYALFYQRENHFFSTLPTRDHFKWLYSFLRQKRSFDVEKYGAELARSRGWTNETVHFMVQVFLELQ 718
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus !*! !!*! ! !!! *! **! !! !! ! !!!!!! ! !! * !!! !*! !!!***!!* !!**!! !! *!
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NTDB id 179787 GFC30 RS13845 WP 066326418.1 FVTLKHGVVQLVEQPAKRDLMDSPTYRLKQAQLELEKMFVYSSYEQLKRTFSEMRG..SQLYEEAKTWI 785
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT. 786
consensus !! * *!!* *! * !!!! !!*!! !! *!!* !!! ! !! * **! !! * *
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