
logo

MAM
S
A
R
M
G
S
M
F
I
V
LNQRKVMVI IL IVGNRLGTNQKRDVPDEMVLRTYMTSPASNGDGVEAAVGCAHNTI

L
V
FS
T
I
M
L
VATVNSERPQSTFWKRNTDNAKQRAMQSTNGDQE I

Q
R
K
R
VEKVREA

T
D
E
Y
F
W
V
I
H
R
N
V
I
C
T
V
F
I
T
V
L
M

F
Y
W
G
RRKPSTQLAE I

V
N
F
T
V
A
A
G
E
L
N
Q

F
Y
C
T
L
Q
R
KKGGSKQLAVGYI

L
V

NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGDR..EADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 112 BSU 36310 NP 391512.2 ....MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNA.SGEI..EADYVNCTLWRKTAENTALYCQKGSLVGV 73
NTDB id 179756 GFC30 RS01100 WP 066322337.1 ....MINRVILVGRLTRDPELRYTPNGVAVATFTLAVNRPFTNQ.QGER..EADFINCVVWRRPAENVANFLKKGSLAGV 73
NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVV....DNFSLLESRTTTEQRQGDGASQNFNSNQSNGS.....QQSGFTSPQQT..GN 142
NTDB id 112 BSU 36310 NP 391512.2 SGRIQTRSYENEEGVNVYVTEVLA....DTVRFMDPKPREKAAD.................................... 113
NTDB id 179756 GFC30 RS01100 WP 066322337.1 DGRLQTRSYEGQDGKRVYVTEVVA....DSVQFLEPRGSTEQR......G.TATGGYYG......EPYPFGQNQNQRHTP 136
NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQA....ESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQ...NDNPFGGNQNNQRR. 145
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG....GAPYEEGYGQSQE.........AYQRPAQQSRQP 139
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG....GAPYDEGYGQSQE.........AYQRPAQQSRQP 139
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGG.....DFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNN.. 147
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.....GMPAQGGM...NVPAQ....QGSWGQPQQPAK.. 146
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NTDB id 624 LCA RS00040 WP 011373726.1 APAAN.......NTQADPFANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ................................... 113
NTDB id 179756 GFC30 RS01100 WP 066322337.1 DQNFS.......RIDEDPFAHDGQPIDISDDDLPF 164
NTDB id 113 BSU 40900 NP 391970.1 .NQGN.......SFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 ASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..NFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..QHQ..PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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