
logo MLAELS IKNFAI I EESLSTI
VSFEKRGLTVLTGETGAGKS I I IDA IHSLL IVGGRGSASEFVRYGEAEKAE I

LEGLFLLEEESGTHPCVLYGQKV
NTDB id 179703 GFC28 RS18430 WP 044744468.1 MLAELSIKNFAIIESLSISFEKGLTVLTGETGAGKSIIIDAIHLLIGGRGSAEFVRYGEEKAEIEGLFLLEEETHPCYQK 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLE.SGHPVLGV 79
consensus !!!!!!!!!!!!!! !**!!!*!!!!!!!!!!!!!!!!!!!!*!!*!!!!! !!!!!!! !!!*!!!!!!!* !!*
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NTDB id 179703 GFC28 RS18430 WP 044744468.1 CAEVGIDISEGMVILRREISVSGKSVCRVNGKLVTMGILREIGSTLVDIHGQHEHQELMDSSRHLPLLDEYGGAEIASAL 160
NTDB id 352 BSU 24240 NP 390304.2 CAEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
consensus !!! !!!*!* !***!!*!! !!!!!!!!!!!!!!** !!!!! !*!!!!!!**! !!* !!*!!! **!!!* !!!
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NTDB id 179703 GFC28 RS18430 WP 044744468.1 EEYQAVYRKYEQLKKQLQKLNENEQQMAHRLDLLTFQLDEIQKAGLQPNEDEQLMEEKVKIVNFQKIYEALKNSYEALYG 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
consensus !! ! *! ! ! ! ! ! !! !!!!!!!* !!!*!! ! ! *!!!!!! !!* ! !! !!!! ! ! ! !!
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NTDB id 179703 GFC28 RS18430 WP 044744468.1 EQRGLDWIGLTMSHLDDVAHIDAGLREMHETIANSYYLLEEMAYKLRDQLEQLEYDPNRLDFIEGRLNEINHLKRKYGQT 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
consensus !! !!!!*!* *!*!* *! *!* !*!** !!!!!!!* * *! !* !!*!! !! *!! !!!!! *!!!!!! !
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NTDB id 179703 GFC28 RS18430 WP 044744468.1 VADILQYAEKIAQELDTIQNRDTHIHQLQKELQSVTEDLLIEAKNVTAVRMKHAQTLVQHIYQELKDLYMEKTQFDIVFS 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
consensus ! !!! !! !! !*! ! !!!*!** ! !!! !! !* *!! !!* *! *! ! *!* !!! !!!!!* !! !
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VMLAI

LKS I FSKSHQQDGVTS I I FDEVDTG
NTDB id 179703 GFC28 RS18430 WP 044744468.1 KREG..LLDAPLIDGVPVKFQEDGVDVAEFYISTNVGEPLKPLAKVASGGELSRIMLALKSIFSKHQGVTSIIFDEVDTG 478
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
consensus ! *** *!!!* ! !! ! !*!* ! !!!! !!!!!*! !!!!!!!!!!*!!!*!!!!! *! !!!!!!!!!!!!

logo VSGRVAQAIAEKIHYKRVS IVGSQVLC I STHLPQVAAMADTHLLYIASKELTDKDGGNRTKTTRSVKAPLSTEKDQEKI
V
A
KE IGRMIASGVE I
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NTDB id 179703 GFC28 RS18430 WP 044744468.1 VSGRVAQAIAEKIYRVSVGSQVLCISHLPQVAAMADTHLLISKETDGNRTKTSVKALTEDEKIKEIGRMISGVEITELTK 558
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
consensus !!!!!!!!!!!!!**!!*!!!!!!!*!!!!!!!!!!!!! ! !! !! ! !!*!* !!* !!!!!! !!!*!*!!!
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NTDB id 179703 GFC28 RS18430 WP 044744468.1 EHAKELLELAAKIKG.. 573
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
consensus !!!!!! ! *! **
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