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MALS IGDRRLGAI LLDQGYLGDNDLQRALERHSEVGGRLADVL IDSGMVGEKR IARAI EEALGIPLVNLLAVQPDPAALR
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NTDB id 1306 DR RS10060 WP 027479822.1 ELAERNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPKGAAQQIMARL 560
NTDB id 179701 GFC28 RS18180 WP 044744511.1 ....................MNEIEQLADRLVKEASEIGASDIHIVPRRDDALIQFRMDGALVVKGMLEKGLYERLLVYF 60
NTDB id 96 BSU 24730 NP 390353.1 ....................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHF 60
consensus * !*** * ***!! * !!!!!!********* *!*!*!!* * * !* *** *

logo KI
F
M
L
A
G
S

A
D
H

L
MDIAGERRKRVPQDNSGARSLMVERTFILTKKLQGKNEGSGIVDHNLVDHSLRMLSTLPTI

L
V

N
Y
D
E
GEKSALVMIRVLMLQPHKQANYSSNLI LPEPS ILDESHKQLAGSFLSFEPKSYNTGTYRAI

R
T

Y
L
T
L
E
S
F
I
L

I
L
E
H
K

R
H
P
S
N
HGI

L
M

NTDB id 1306 DR RS10060 WP 027479822.1 KIMGHLDIAERRVPQDGRVRFKKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGI 640
NTDB id 179701 GFC28 RS18180 WP 044744511.1 KFLADMDIGERRRPQSGAMEITQNGVHVSLRLSTLPTLYDESLVIRLLPHN.SLLPLSHLALFPSTTRILLSLLHHSHGL 139
NTDB id 96 BSU 24730 NP 390353.1 KFLSAMDIGERRKPQNGSLTLKLKEGNVHLRMSTLPTINEESLVIRVMPQY.NIPSIDKLSLFPKTGATLLSFLKHSHGM 139
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NTDB id 1306 DR RS10060 WP 027479822.1 FLVTGPTGSGKSFTCFSTLKRIAK.PEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQ 719
NTDB id 179701 GFC28 RS18180 WP 044744511.1 LIFTGPTGSGKTTTLYTLLAACQKKWPRNVITLEDPVEKRIENMLQVQVNEKAGITYATGLKAILRHDPDVVIVGEIRDE 219
NTDB id 96 BSU 24730 NP 390353.1 LIFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDA 219
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NTDB id 1306 DR RS10060 WP 027479822.1 ETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISE 799
NTDB id 179701 GFC28 RS18180 WP 044744511.1 ETAKIAVRAALTGHLILSTMHTKNAIGAIYRLLEFGVSWREIEQTMLAVTAQRLVELMCPFCKEACS.AF...CRRQRKI 295
NTDB id 96 BSU 24730 NP 390353.1 ETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVY...CRQSRNT 296
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NTDB id 1306 DR RS10060 WP 027479822.1 RDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLE 879
NTDB id 179701 GFC28 RS18180 WP 044744511.1 RRAAVYECLHGEALARAIQAARGEE.VEYRYRTLQHMMKKGVALGFLSPS............VFKREMIEDA........ 354
NTDB id 96 BSU 24730 NP 390353.1 RRASVYELLYGKNLQQCIQEAKGNH.ANYQYQTLRQIIRKGIALGYLTTN............NYDRWVYHEKD....... 356
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EVLAVTAS
NTDB id 1306 DR RS10060 WP 027479822.1 EVLAVTAS 887
NTDB id 179701 GFC28 RS18180 WP 044744511.1 ........ 354
NTDB id 96 BSU 24730 NP 390353.1 ........ 356
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