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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKPKSVLEKEG 156
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKPKSVLEKEG 156
NTDB id 1408 DSB67 RS13980 WP 010643500.1 DLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTTRLVAYIDEDYSHDYRLTGRYLEVKVGKLKANEKAPDKSILDKEG 157
NTDB id 1347 HI 0435 AAC22094.1 ..............................................MKKYFLKCGYFLVCFCLPLIV.....FANPKTDN 29
NTDB id 1373 NTHI RS02645 WP 011272046.1 ..............................................MKKYFLKCGYFLVCFCLPLIV.....FANPKTDN 29
NTDB id 179606 A6044 RS07245 WP 010944452.1 ..........................................................MRILFSLFF.....FISLSLLA 17
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ..........................................................MRYLFLLFF.....ATFPVLAN 17
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 KLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLRE 236
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLRE 236
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLRE 237
NTDB id 1347 HI 0435 AAC22094.1 ERFFIRLSQAPLAQTLEQLAFQQDVNLVIGDILENKISLKLNNIDMPRLLQIIAKSKHLTLNKDDGIYYLNGSQ.....S 104
NTDB id 1373 NTHI RS02645 WP 011272046.1 ECFFIRLSQAPLAQTLEQLAFQQDVNLVMGERLEGNISLKLNNIDMPRLLKIIAKSKHLTLNKDDGVYYLNGSQ.....S 104
NTDB id 179606 A6044 RS07245 WP 010944452.1 QPLSLSLKNAPTAEILSYLAEENMKNIVLSDQIDKNTTLRIENSHFDEIVESIVRANQLSKRKEKQIYFIGHLK.....E 92
NTDB id 1381 A4U84 RS02010 WP 021113424.1 QQISLSIRNAPTAEIISYLAEETGKNITISDEIKDTKNFRVEKSHFDEILNSLIKTHQLNLKKENGIYYIHQAQ.....E 92
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 KQALEKARLAEELGDLKSEIIKINFAKASDIAA.MIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLD 315
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KQALEKARLAEELGDLKSEIIKINFAKASDIAA.MIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLD 315
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KQQLEKQKLEKEIGELSSEIIKVNFAKASDIAE.MINGEGNISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIESLD 316
NTDB id 1347 HI 0435 AAC22094.1 GKGQVAGNLTTNEPHLVSHTVKLHFAKASELMKSLTTG..SGSLLSPAGSITFDDRSNLLVIQDEPRSVQNIKKLIAEMD 182
NTDB id 1373 NTHI RS02645 WP 011272046.1 GKGQVAGNLTTNEPHLVSHTVKLHFAKASELMKSLTTG..SGSLLSSAGSITFDDRSNLLVIQDEPRFVQNIKKLIAEMD 182
NTDB id 179606 A6044 RS07245 WP 010944452.1 DKAIEK.IDNGDKPKLITQTIKLDYAKASEVIESLTKGKGNGNVLSEQGYLYFDERSNSLIIKDSPDSMKHILALIKNLD 171
NTDB id 1381 A4U84 RS02010 WP 021113424.1 HKQHTTAQLVNALPKLITKTIKLHYSKASEVIESLTKG..QGNLLSESGYLHFDDRSNSIIVKDSAASVKNFTQLIESLD 170
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 IPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGS.HSVGGSIESNLWQKGLLAD........DEFPVDEFLNVNLASTS 386
NTDB id 1175 A1552VC RS12105 WP 000788426.1 IPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGS.HSVGGSIESNLWQKGLLAD........DEFPVDEFLNVNLASTS 386
NTDB id 1408 DSB67 RS13980 WP 010643500.1 IPVKQVQIEARIVTINEGNMDELGVRWGFTSINGS.HTVGGSIENNLATIGLYDGGGEGDDGGSSVGIDDFLNVNLAATS 395
NTDB id 1347 HI 0435 AAC22094.1 KPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.................SFENIADNLNVNFATTT 245
NTDB id 1373 NTHI RS02645 WP 011272046.1 KPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.................SFENIADNLNVNFATTT 245
NTDB id 179606 A6044 RS07245 WP 010944452.1 KPTEQIAIEARIVTISSQDLQELGVRWGMFSPSDDYHKVASSLETK.................GLTT.ANHLNVNFP..V 231
NTDB id 1381 A4U84 RS02010 WP 021113424.1 KPTEQIAIEARIVTISSEHLQQLGVRWGLFSPNENHYKLAGNLEGN.................GLTT..NNLNVNFP..V 229
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSS.GASTVAFKKAVLSLK 465
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSS.GASTVAFKKAVLSLK 465
NTDB id 1408 DSB67 RS13980 WP 010643500.1 PNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSS.GATSVTFKKAVLSLK 474
NTDB id 1347 HI 0435 AAC22094.1 TPAGSIALQVAKING.RLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLE 324
NTDB id 1373 NTHI RS02645 WP 011272046.1 TPAGSIALQVAKING.RLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLE 324
NTDB id 179606 A6044 RS07245 WP 010944452.1 NNATSLALQVARINS.RVLDLELTALEQENNVEIIASPRLLTTNKKPASIKQGAEIPYVLYNRKDEVKNIEFKEAVLGLQ 310
NTDB id 1381 A4U84 RS02010 WP 021113424.1 NPSASVALQIAAINS.RVLDLELTALESENNIEIIASPRLLTTDKKTASIKQGTEIPYAMYSKKEEITDIEFREAVLGLE 308
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 VTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLG 545
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLG 545
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLG 554
NTDB id 1347 HI 0435 AAC22094.1 VTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIK 404
NTDB id 1373 NTHI RS02645 WP 011272046.1 VTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIK 404
NTDB id 179606 A6044 RS07245 WP 010944452.1 VTPHISADNQILLDLVVTQNSPNLNNT.AVNGLITIDKQELNTQVFAKHGETIVLGGIFQHLTAKGEDRVPLLGSIPVLK 389
NTDB id 1381 A4U84 RS02010 WP 021113424.1 VTPHISKQNQILLDLAISQNSPNN..Q.INNTMVTIDKQEIKTQVLAKHGETIVLGGIFQHLIAKGEDKVPLLGSIPVIK 385
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ALFRRTYEQMGKSELLIFVTPKVVIQ............... 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ALFRRTYEQMGKSELLIFVTPKVVIQ............... 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ALFRRSYENVGKSELLIFVTPKVVIQ............... 580
NTDB id 1347 HI 0435 AAC22094.1 RLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 RLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK 445
NTDB id 179606 A6044 RS07245 WP 010944452.1 KLFSHSTDKITKRELVIFVTPYLVQDKYKK........... 419
NTDB id 1381 A4U84 RS02010 WP 021113424.1 RLFSQSQDKISKRELVIFVTPYIVKSEKIGA.EKQK..... 420
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