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NTDB id 1177 A1552VC RS01165 WP 000422572.1 . SVADNT AR 75
NTDB id 1203 PSJM300 01605 AFN76401.1 76
NTDB id 1019 ACIAD RS04205 WP 004922051.1 76
NTDB id 1307 DR RS10055 WP 010888596.1 S 80
NTDB id 1116 NGFG RS10615 WP 003690200.1 e BIPMIRVEIG R 76
NTDB id 1086 NMV RS00245 WP 002218487.1 Ce BPMIRVEIG R 76
NTDB id 1185 GTF74 RS11940 WP 000350195.1 PPM R DG R 76
NTDB id 1176 A1552VC RS01160 WP 000350195.1 PPM R DG R 76
NTDB id 1283 ACE17W RS02630 WP 010947729.1 PPMIRVDG R Y 76
NTDB id 1259 GC085 RS10305 WP 010947729.1 PPMIRVDG R Y 76
NTDB id 179345 S4054 RS04555 WP 046354485.1 EPMIRVDG R Y 76
NTDB id 1202 PSJM300 01600 AFN76400.1 PPMIRVDG R Y 76
NTDB id 1194 PAKAF RS01995 WP 003084552.1 PPMIRVDG R Y 76
NTDB id 1020 ACIAD RS04210 WP 011182164.1 PPMIRVDG R Y 76
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 [EASDLHLSAG PPMIRVDG R Y 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 .. [@ASDLHLSAG PPMIRVDG R Y 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 AMDITELLAFSVK [@ASDLHLSAG PPMIRVDG R Y 76
consensus D kosk ok ok ok D1 skoskoskokok ok ok sfokokok ook ok |k
AR R AR LT Bl et BT 2SO LM

N»JZ Nl%h - ETH rltS 5 g §|AE e Y VA =
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ..S RFRVAFQGAVRI REPUNF] LLP IR ANWSMRGLVLV)GINTGSGKSTT TGRQH.TG 153
NTDB id 1203 PSJM300 01605 AFN76401.1 e  RERVSJAFMQIBPWAGEHIVIRRIATIN N 14T E LISLPIY |8 | AINSSRGLVLIRYGINTG GKST LAAM 155
NTDB id 1019 ACIAD RS04205 WP 004922051.1 JNSYIRFRVEAF  QEANGIUVISRIFT| 4 1[5 » LEILPIZTIN 12 - ANRISRG 1§ GE\TG GKST LA M 156
NTDB id 1307 DR RS10055 WP 010888596.1 BUARFRVNAFEIQIIAYG  VIURIATP VEIT GLP[NEN'Eey T AWNYRGLVLVTGPTGSGKSTTLA M 159
NTDB id 1116 NGFG RS10615 WP 003690200.1 . ARFRVNAFNN&RGlY AVFRTIPSWVL E LEMAPSIIFMMIAIZRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1086 NMV RS00245 WP 002218487.1 NB ARFRVNAFNIRERGlY AVFRTIPSIVL E LIGAPSTIF[MYIAIIXRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1185 GTF74 RS11940 WP 000350195.1 N RFRVNAFBIQERGOSJAVFRTIP | E[NLPEPIATFRINT ANNGY GLVLVTGPTGSGKSTTLAAM 155
NTDB id 1176 A1552VC RS01160 WP 000350195.1 . MG:ANARVNIHNAINE C SEAASMSRERY ENLDEPINTIFEINT ALNNGY GLVLVTGPTGSGKSTTLAAM 155
NTDB id 1283 ACE17W RS02630 WP 010947729.1 NB ARFRVNAFNQSRGE AVFRTIPS|M L E LGLPIZIF |2 ARJISIRGLVLVTGPTGSGKSTTLAAY 155
NTDB id 1259 GCO85 RS10305 WP 010947729.1 N ARFRVNAFNQBRGE\ AVFRTIPS|® L E LGLPIIF 18 AR RGLVLVTGPTGSGKSTTLAA| 155
NTDB id 179345 S4054 RS04555 WP 046354485.1 | BNARAMNSN T SjsHe P EvRA M) (AR IST AJIMNRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1202 PSJM300 01600 AFN76400.1 e ARFRVNAFNQRRGINGAVFRTIPSIQVLT INTPARERGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1194 PAKAF RS01995 WP 003084552.1 W ARFRVNAFNQRRGE\GAVFRTIPSIQVLT I DAERGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1020 ACIAD RS04210 WP 011182164.1 NH ARFRVNFNQNRGIGAVFRTIPSWVLT DI I[OMEYRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 N ARFRVNAFNQNRGE\GAVFRTIPSIMVLT DII{GNEYRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1060 ABD1 RS04380 WP 000355489.1 NB ARFRVNAFNQWNRGE\GAVFRTIPS|SVLT DII[MFYRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 N ARFRVNAFNQMRGENGAVFRTIPSINVLT E LGL[GNIF |DI[N3RG VLVTGPTGSGKSTTLAAM 155
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