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NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
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NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
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NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
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NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
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NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQK.QNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPI 396
NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQK.QRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPE 396
NTDB id 1110 NGFG RS09235 WP 003689817.1 ..............MSVGLLRILVQNQVVTVEQAEHYYNE..SQAGKEVLPMLFSDGVISPKSLAALIARVFSYSILDLR 64
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQ.VSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLS 65
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQ.VKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELS 65
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQ.VKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLN 65
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLD.KTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDIN 73
NTDB id 179289 S4054249 RS03165 WP 046356878.1 ........MEHH....SPLLRKFITLGRVTPDQIKA.....KQTEATTTAELICLCSGMSGQELAEQCLDLFRVPYFDLN 63
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDT.VAYLIEEVHLSPSLLAETISAEFAEPYFDLD 73
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDI.VPYLIDNFSISPLTIAEIISLEFGEPLLDLG 73
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NTDB id 1306 DR RS10060 WP 027479822.1 QNPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFG 471
NTDB id 1028 TT RS08215 WP 011173991.1 EDPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYG 476
NTDB id 1110 NGFG RS09235 WP 003689817.1 HYPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVGS 139
NTDB id 1168 A1552VC RS11070 WP 000957200.1 RYDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYG 140
NTDB id 1293 VP RS12240 WP 005479695.1 QYEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYG 140
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QYEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYG 140
NTDB id 1251 GCO85 RS07725 WP 011946523.1 CIDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLLT 148
NTDB id 179289 S4054249 RS03165 WP 046356878.1 GFDVENVPKDLIKEKLIRQHYLLPLVKKDRKLFIATSDPTDYGAFENFEFSTG.....LQCEIVVVDHKLLEQKIDQLFD 138
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VYDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHFA 148
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VFDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHFV 148
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NTDB id 1306 DR RS10060 WP 027479822.1 EKGFEKLNKELAER...........NKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDG 540
NTDB id 1028 TT RS08215 WP 011173991.1 KAELSEIAKEFAKK...........QAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDG 543
NTDB id 1110 NGFG RS09235 WP 003689817.1 RSTSLLQELGEGQE...........EEESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDG 208
NTDB id 1168 A1552VC RS11070 WP 000957200.1 RSIQGAANQGKEISQDELANLVKVS..DDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDG 218
NTDB id 1293 VP RS12240 WP 005479695.1 RSLSHEKSGLKEINQEELASLVDVG..ADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDG 218
NTDB id 1401 DSB67 RS12665 WP 010643259.1 RSLGQEKSGLKEINQDELAGLVDIG..EDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDG 218
NTDB id 1251 GCO85 RS07725 WP 011946523.1 AKESQGLSEYV.EDSGDLEGLEISADDEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDG 227
NTDB id 179289 S4054249 RS03165 WP 046356878.1 SSSGLSLSEDE.FK..EFASLDVE...DEPQTQQQDEEKDDAPIIVYINKILMDAIKKGASDLHFEPYEKKYRVRFRIDG 212
NTDB id 1058 ABD1 RS01615 WP 001274986.1 EESSFDFNDEE.FD..LDVNLDGP...TAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDG 222
NTDB id 1018 ACIAD RS01685 WP 004920473.1 EETHFNFDTEE.LD..LDVEVDPH...TTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDG 222
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NTDB id 1306 DR RS10060 WP 027479822.1 ALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRF..KKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELE 618
NTDB id 1028 TT RS08215 WP 011173991.1 ALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRY..REGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIE 621
NTDB id 1110 NGFG RS09235 WP 003689817.1 QLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNID 288
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDID 297
NTDB id 1293 VP RS12240 WP 005479695.1 ILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDID 297
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDIN 297
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIE 306
NTDB id 179289 S4054249 RS03165 WP 046356878.1 ILHEMASPPNTLASRLSARIKVMSHLDIAEKRKPQDGRIKLKISE.RKSIDFRVSTLPTMWGEKIVMRILDSSAAKLGID 291
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGID 301
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGID 301
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NTDB id 1306 DR RS10060 WP 027479822.1 QLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFAR 698
NTDB id 1028 TT RS08215 WP 011173991.1 DLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFAR 701
NTDB id 1110 NGFG RS09235 WP 003689817.1 QLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAA 368
NTDB id 1168 A1552VC RS11070 WP 000957200.1 KLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAE 377
NTDB id 1293 VP RS12240 WP 005479695.1 KLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAE 377
NTDB id 1401 DSB67 RS12665 WP 010643259.1 KLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAE 377
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSG 386
NTDB id 179289 S4054249 RS03165 WP 046356878.1 VLGYEPEQKDLYLNALEQPQGMILVTGPTGSGKTVSLYTGLNILNKPERNISTAEDPVEINLEGINQVQINTKADMTFAN 371
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAA 381
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAA 381
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NTDB id 1306 DR RS10060 WP 027479822.1 ALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVC 778
NTDB id 1028 TT RS08215 WP 011173991.1 ALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVC 781
NTDB id 1110 NGFG RS09235 WP 003689817.1 ALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLC 448
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLC 457
NTDB id 1293 VP RS12240 WP 005479695.1 ALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLC 457
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLC 457
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLC 466
NTDB id 179289 S4054249 RS03165 WP 046356878.1 ALKAFLRQDPDVVMVGEIRDLETAEISIKAAQTGHLVMSTLHTNSAPETLTRLLNMGVPAYNVASSVSLIIAQRLARRLC 451
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLC 461
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLC 461
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NTDB id 1306 DR RS10060 WP 027479822.1 SECKQPTN.ADPEVLRRLGISERDI..RGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVAL 855
NTDB id 1028 TT RS08215 WP 011173991.1 EHCKVEVK.PDPETLRRLGLSEAEI..QGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR 858
NTDB id 1110 NGFG RS09235 WP 003689817.1 SSCKQEVERPSASALKEVGFTDEDLA.KDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAY 527
NTDB id 1168 A1552VC RS11070 WP 000957200.1 KHCKIAVR.PSALLQSQFAFQPNEI....LYEANAAGCNECTG.GYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAK 531
NTDB id 1293 VP RS12240 WP 005479695.1 PYCKQPQE.HTVQL.QHLGIQTTDN....IFRANPDGCNECTH.GYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAI 530
NTDB id 1401 DSB67 RS12665 WP 010643259.1 PYCRQPQE.PNSQL.QHIGIANTEQ....IFQANPDGCNECTH.GYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAI 530
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NQCKAVRDDFTNQGLIELGFKEADL..VNLKLYKAVGCEQCTS.GYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQ 543
NTDB id 179289 S4054249 RS03165 WP 046356878.1 PKCKEP.EELPKEELLKQGFTEEQV..KDLTLYSPKGCDHCTD.GYKGRVGVYEVVKITPEMSHKIMEGANSLEIAALAD 527
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SQCKIP.ADIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECRE.GYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASE 539
NTDB id 1018 ACIAD RS01685 WP 004920473.1 SQCKRP.IQVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCRE.GYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAE 539
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NTDB id 1306 DR RS10060 WP 027479822.1 GESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 1028 TT RS08215 WP 011173991.1 .RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1110 NGFG RS09235 WP 003689817.1 .KEGMVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 1168 A1552VC RS11070 WP 000957200.1 .ANGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 .ANGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .ANGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 .SEGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 179289 S4054249 RS03165 WP 046356878.1 .KLGFDNLRKSGLKKAAAGVTSLAEINRVTNY 558
NTDB id 1058 ABD1 RS01615 WP 001274986.1 .KLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 .TLGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
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