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NTDB id 179026 ABE65 RS14840 WP 066396480.1 MLEPRTRWEIQEPSKDKAKWLSQELDIPLLIANLLVVRGIETIEKAEAFLNIDISQFHDPFLMDGMKESVERIHKAVESS 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! ** !!!!! ! !! ! !* !*!**!*! !!! !! *! ! ! !!* !*!!! ! !!!! *!!* !*
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NTDB id 179026 ABE65 RS14840 WP 066396480.1 EKILIFGDYDADGVSSTTVMYYALKELGAEFDYYIPNRFTEGYGPNEPALRKAKEDGYSLVVTVDTGISAVHEANIAKEI 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !!!*!*!!!!!!!!*!!*!! * ! ! ! !*!!! !! !!!!!!!*! ! !! !*!!**!!!!!! !!!!! *!!!*

logo GLDFVI ITDHHEAPGPPEVLPDAVRYAS I IVHNPKKQPGCTYPFKSEGLAGVGVAFKLVAHALHLGERLPPDLEHLLDLYAAC IGTIADLVPLHVDENRLVI
NTDB id 179026 ABE65 RS14840 WP 066396480.1 GLDFIITDHHEAPPVLPDAYSIINPKKPGCTYPFSGLAGVGVAFKVAHALHGRPPLHLLDYACIGTIADLVPLVDENRVI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !!! !!!!!!!**! !!! !**!! !!!!!!! !!!!!!!!!*!!!!*! *! *!!! !*!!!!!!!!!!*!!!!*!
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NTDB id 179026 ABE65 RS14840 WP 066396480.1 AKLGIEALSKTDKIGLQELLKVAGLYEKELTAEDVGFAIGPRVNAAGRLGSAMPVVELFTSSDRDESAMLSEEIDSVNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !!*! ! *! **!! !!*!* ! ! ! !!! **!!*!! !!* ! ! !*! ! ! ! ! !!! *!!!
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NTDB id 179026 ABE65 RS14840 WP 066396480.1 RQGIVNEITKEAIAMVEESFPPEKNEVLVLAKEGWNPGVIGIVASRLVEKFYRPTIVLCLDPEKETAKGSARSIKGFDMF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGL..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *! *! !!! !!! *** * *!*!! !!!!!!*!!!!!*!!**!!!! !!!**!*!! !!!!!!!!*!! *!
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NTDB id 179026 ABE65 RS14840 WP 066396480.1 ENLSESRDILPHFGGHPMAAGMTLSIHDVEELRSRLIQQAKQCLSPEDYQPVTSIDLTARLNEISLETVELLSTLSPFGV 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus ! !!!*!!!!!!!!!!!!!!!!!! *!!**!!!!! ! **!**!!* !! *!! * * *!**!** * !!!!!*
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NTDB id 179026 ABE65 RS14840 WP 066396480.1 GNPSPRVMVEEVPIREMKKIGSQSNHLKLQVGNGELSVLDCIGFQKGSLLEEMTPYSLVSIVGQIQLNEWNGYRKPQLLL 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRN.ESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMI 557
consensus !! !*!*!! ** ***!!! * !*!* * !*! ! !!!*!!*!! ! ! * ! ! *!!!! * *!!!! *!!!!**
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NTDB id 179026 ABE65 RS14840 WP 066396480.1 EDLSVNHFQLFDYRGLKDAAKRLIGLPYSKTCFIAFEDETRRHKDFEALSDQVIGEDELLTLPEDYFKEKNLVFLDVPPS 640
NTDB id 354 BSU 27620 NP 390640.1 KDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPS 637
consensus ! ! **!!!! !! * * *!! ! * * ! *** * ! ! !* * *! !!*!!!

logo LDSMRFLASERLWLETGIGKAEPESR IYAF IVFHLNQHSETDEHFFLSTTFLPATRDEHFKWFYYAGFLALKRGKATFDNVKKRDHGASELAKHWKGWSKVETIDNFMS
TKVFFDE

NTDB id 179026 ABE65 RS14840 WP 066396480.1 LSRFSEWLETIGEPSRIYAVFHQSTEHFFTTLPTREHFKWFYGFLAKRKTFNVKRDGAELAKWKGWSKETIDFMSKVFFE 720
NTDB id 354 BSU 27620 NP 390640.1 LDMLARLLE.GKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFD 716
consensus ! !!* ! !!! *!*** *!! *! ! !*!!!!*!*!! !! ! !!**! !!!!*!!!! !!! !!*!!!!*
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NTDB id 179026 ABE65 RS14840 WP 066396480.1 LDFVTIDDGVIFINKEPSKRELESSETYQKKFEQADIENQLVYSSYHSLKSWFTEQTRPKASL....... 783
NTDB id 354 BSU 27620 NP 390640.1 LGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus ! !! !* !!* * * !!*! ! !!! ! **** ! !!! * !! ! ** *******
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