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NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGS. 79
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGS. 79
NTDB id 178861 A6P55 RS13955 WP 081255914.1 MTLAIVSSRAITGMAARPVTVEVHLANGLPGLSLVGLPDTEVKESRERVRSALQNSRFEFPARRITPIFRTSDVVSVERA 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGG. 79
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGG. 79
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGG. 79
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGG. 79
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NTDB id 1271 LPP RS03220 WP 011213198.1 .GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKDNQHLIIANANAAEASLTGHQKVFTAN 158
NTDB id 1248 GCO85 RS03150 WP 011213198.1 .GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKDNQHLIIANANAAEASLTGHQKVFTAN 158
NTDB id 178861 A6P55 RS13955 WP 081255914.1 RKHDLI.......................................................................... 86
NTDB id 1153 A1552VC RS00115 WP 000521788.1 .RFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQVERCLVVPHSNGDQAALVGVERHKSAQ 158
NTDB id 1397 DSB67 RS15690 WP 005535577.1 .RFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANKKQRHLVVPHANGDQAALVGKEQHKSAQ 158
NTDB id 1349 HI 1117 AAC22771.1 .RFDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQKSKRELIIAKQNANEASLVSDQNTYFAQ 158
NTDB id 1387 A4U84 RS06900 WP 020457569.1 .RFDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASKAKREIIVPQQNANEVSLVSNTQTYCAS 158
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LLLFSLGAPPGSTGKTMMLAKSRFLATCSGTDL
NTDB id 1271 LPP RS03220 WP 011213198.1 NLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRFSTL 234
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRFSTL 234
NTDB id 178861 A6P55 RS13955 WP 081255914.1 ................................................................................ 86
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SLLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRLCDL 234
NTDB id 1397 DSB67 RS15690 WP 005535577.1 SLLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRLCDL 234
NTDB id 1349 HI 1117 AAC22771.1 TLLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTMLASRLTGL 238
NTDB id 1387 A4U84 RS06900 WP 020457569.1 TLLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTMLASRLADL 237
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NTDB id 1271 LPP RS03220 WP 011213198.1 LPELSETQALECAAINSIRGKLPDFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNRQVLET 314
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LPELSETQALECAAINSIRGKLPDFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNRQVLET 314
NTDB id 178861 A6P55 RS13955 WP 081255914.1 ................................................................................ 86
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LPEMSDEEAMETASIASLTQQEINQHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMPEFERKVLDS 314
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LPEMSDEEAMETASVASLTQSEINEHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMPEFDRKVLDS 314
NTDB id 1349 HI 1117 AAC22771.1 LPEMTDLEAIETASVTSLVQNELNFHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELPEFERKVLDA 318
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LPEMEDDEAIETASVTSLVQNELNFQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPEFERKVLDA 317
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NTDB id 1271 LPP RS03220 WP 011213198.1 LREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIHALSQE 394
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIHALSQE 394
NTDB id 178861 A6P55 RS13955 WP 081255914.1 ................................................................................ 86
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRFDMSIEIPALPKG 392
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRFDMSLEIPALPKG 392
NTDB id 1349 HI 1117 AAC22771.1 LRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRFDLSIEVPLLPQG 396
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDRFDLSIEVPLLPQG 395
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NTDB id 1271 LPP RS03220 WP 011213198.1 ELIKPNTHLEKQSLAIREKVTKMHEIQMARQDSLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGYHRLLKVSRT 474
NTDB id 1248 GCO85 RS03150 WP 011213198.1 ELIKPNTHLEKQSLAIREKVTKMHEIQMARQDSLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGYHRLLKVSRT 474
NTDB id 178861 A6P55 RS13955 WP 081255914.1 ................................................................................ 86
NTDB id 1153 A1552VC RS00115 WP 000521788.1 TLANG.GDRGESTAAVRQRVWVARERMLARSGKVNALLQSREIEQYCPLLKADAEFLESALHRLGLSIRAYHRIIKVART 471
NTDB id 1397 DSB67 RS15690 WP 005535577.1 TLSEG.GDRGEPTAIVKERVNQARDCMLARSGKVNALLGSREIEAFCPLQKSDAEFLENALHRLGLSIRAYHRIIKVART 471
NTDB id 1349 HI 1117 AAC22771.1 SLQNT.GDRGETSAQVREKVLKVREIQMERAGKINAYLNSKEIERDCKLNDKDAFFLEKALNKLGLSVRAYHRILKVSRT 475
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ALQNNTDQRGETTEQARKRVLEARHLQFNRRGKINAQLTTKEIEQDCKLTDRDALFLENALTKLGLSVRAYHRILKVSRT 475
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NTDB id 1153 A1552VC RS00115 WP 000521788.1 IADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 IADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 IADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 IADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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