
logo MMSLNKVTI L IGRLGRDPEVRHYTMTPANGDERAVVCSNFGSLVATSERTWKNDKRTI
NGEQRKVERTEWHNIVTI
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NTDB id 178853 MCBMB27 RS12585 WP 075380550.1 .MLNKVTLIGRLGRDPEVRHTTAGDRVVSFGLATSERWKDKTIGERKERTEWHNIVIFNDGLGKIAEQYLKKGSKVYLEG 79
NTDB id 1103 NMB RS07590 WP 002212976.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVYLEG 78
NTDB id 1131 NGFG RS05740 WP 003695064.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVYLEG 78
consensus **!!!!*!!!!!!!!!!!!****!**!**!**!!!!*!*!* *!*!*!!!!!!!!**** *!**!!*!!!!!!**!!!!!
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RIQSRKYQGNKDGVI ERTAFYEDIVLARNREFMAGEMTKLMLDGDGSRENRERNSGPGAPDYDEPDESGYGTQTSRQSERAEYSQARPGASQVQQSSRQGPGAAPSSDRAPAS IHPAQGESAPNARAP

NTDB id 178853 MCBMB27 RS12585 WP 075380550.1 QIQSRKYQGNDGVERTAFEIVLRRFAGEMTLLDDSERR..PAPDPDSYGTTRSRESAPGSVQS.GGASRPAIPAGSPNRP 156
NTDB id 1103 NMB RS07590 WP 002212976.1 RIQSRKYQGKDGIERTAYDIVANEM....KMLGGRNENSGGAPYEEGYGQSQEAYQRPAQQSRQPASDAPSHPQEAPAAP 154
NTDB id 1131 NGFG RS05740 WP 003695064.1 RIQSRKYQGKDGIERTAYDIVANEM....KMLGGRNENSGGAPYDEGYGQSQEAYQRPAQQSRQPAPDAPSHPQEAPAAP 154
consensus *!!!!!!!!*!!*!!!!**!!**** **!*********!!****!!********!******** **!**!***!**!

logo

G
RRQPVPAAAPVEDIDDDIPF

NTDB id 178853 MCBMB27 RS12585 WP 075380550.1 G................... 157
NTDB id 1103 NMB RS07590 WP 002212976.1 RRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 RRQPVPAAAPVEDIDDDIPF 174
consensus ********************
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