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NTDB id 178745 SporoP37 RS16135 WP 085431550.1 ........MNESEQYVIGRPVVTIFHNTANLFSIVKMKITSTNTDYRDKEIVIKGSFPPLIAEEDYKFTGRLVNHPVHGQ 72
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
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NTDB id 178745 SporoP37 RS16135 WP 085431550.1 LERTMVQLNEWGFGPQVAMRIYQAYQDDAITILTENPYRLIREIEGIGFQRADDLAQQLGLVGDHPARIKAAVYYSVHSE 232
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NTDB id 178745 SporoP37 RS16135 WP 085431550.1 VNSAGHVYVESEAILPQAKQLLEASQPHSI..SYEAITQAVIELVEEGALSAEMQRLYLPSLYYSEIGIAAKVNKIL.EN 309
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
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NTDB id 178745 SporoP37 RS16135 WP 085431550.1 KEPFPIILAAPTGRAAKRMSESTGLPAMTIHRLLGFTGQEDEEET.EREVEGNLIIIDETSMVDTWLMHQLLKAVRNDAQ 468
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NTDB id 178745 SporoP37 RS16135 WP 085431550.1 DMGEVVAIMLAKETTDKKAIMVVSYDGNEVQYERSDLNQLTLAYCCSIHKSQGSEFPIVVMPIVKSQRKMLRRNLLYTGI 708
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NTDB id 178745 SporoP37 RS16135 WP 085431550.1 TRAKNFLILCGEAEEFKAGIARTDETERQTTLKERIEGETAGQPETKAVPSETAARPEKVTVQETMKQEDASPAKLTMDN 788
NTDB id 355 BSU 27480 NP 390625.1 TRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAE.........................LEALQKELP 774
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NTDB id 178745 SporoP37 RS16135 WP 085431550.1 FTAIDPMIGMSDLSPFDFLEATD. 811
NTDB id 355 BSU 27480 NP 390625.1 FSVHDANIGMEGITPFDFMKEEQQ 798
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