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INQRVMVLVGRLTRKDVPDELKRYTPQSANSTGI

AAVGTAHRTVFSTMLAVNRAQSTFAKTNAQNQSGDE I
READYFVINCTVAILTWRRKSTQAENFITVALNFYCTLQRKKGSLAVGVSDGR I

LQTGR
NTDB id 178730 SporoP37 RS09510 WP 081243440.1 MINRVVLVGRLTKDPELKYTQTGIAVTRFTLAVNRAFANQQGEREADFINCVAWRKQAENIANYLRKGSLAGVDGRIQTG 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
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YEGNEQDEQGKVQNRVFYTVTEVLQVVAEDNTSFTVRSQLFMLDESPKRNPSTAGRTEGNTEGKTAEQSAGRDSQQGDTPSYGGAGASPQGNSFYNAESGNPNQDSGNQGGQSGQYFNGGGQNDQNQSGPSYFGQTGPSPNQNQNTGQNRAQRNPQANQAGMTNNRSFTV

NTDB id 178730 SporoP37 RS09510 WP 081243440.1 SFEGQDGKRVYTTEVVADSTQFLEPRSANTERQQTPSYGGGAPSYNAPQDQGQGYN....NQQSYQPN.....QQNMTRV 151
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGD....GASQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAANNT 149
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG.........GYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSF 151
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................... 113
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NDPFQAPNDGNGGKQAP I EDVITSDDDLPF

NTDB id 178730 SporoP37 RS09510 WP 081243440.1 DNDPFQPGGGPIEVTDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 QADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 NDDPFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ..................... 113
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