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NTDB id 279 KZH43 RS00140 WP 074017595.1 396
NTDB id 238 SPD RS00140 WP 074017595.1 396
NTDB id 204 SPR RS00140 WP 074017595.1 396
NTDB id 169 SP RS00155 WP 074017595.1 396
NTDB id 509 SM12261 RS00130 WP 078228442.1 GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLT, 396
NTDB id 537 SMSK321 RS07120 WP 080550752.1 GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLT, 396
NTDB id 178726 SporoP37 RS08465 WP 081243234.1 NYPReIM Apesin] Qi VEIRIIVNARAQ: Y (e MERNe| TRV SAR V) NeleAN ORI WY1, V 399
NTDB id 125 BSU 00870 NP 387968.1 GNJY RWINTG DEINR|YSL MAVLEKR[GLLLQNQDAYLK\JAGGVKLDEPAIDLA |j 400
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NTDB id 279 KZH43 RS00140 WP 074017595.1 GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVFA 453
NTDB id 238 SPD RS00140 WP 074017595.1 GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVFAR 453
NTDB id 204 SPR RS00140 WP 074017595.1 GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVFAR 453
NTDB id 169 SP RS00155 WP 074017595.1 GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVFAR 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITIFJPKEIQVIGVTTIQEVLKKVFAR 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITIFPRIEIQVIGVTTIQEVLKKVF AR 453
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NTDB id 125 BSU 00870 NP 387968.1 458
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