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NTDB id 178708 SporoP32a RS16345 WP 085428881.1 ........MSETAPYLIGRPVVTIFHNTTNLFSIVKLKVTSTNTDYRDSEIVIKGSFPPLVAEEDYKFTGRLVNHPVHGQ 72
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
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NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
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NTDB id 178708 SporoP32a RS16345 WP 085428881.1 LERTMVQLNEWGFGPQVAMRIYQAYQDDAITILTENPYRLIKEIEGIGFQRADDLAKQLGLVGDHPARIKAAVYYSVHSE 232
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
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NTDB id 178708 SporoP32a RS16345 WP 085428881.1 VQSAGHVYVESGVILPQAKQLLESSQAH..IISYESITQAVIELVEEGTLSAEMQRLYLPSLYFSEIGIAAKVNKILE.N 309
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
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NTDB id 178708 SporoP32a RS16345 WP 085428881.1 KEPFPIILAAPTGRAAKRMSESTGLPAMTIHRLLGFTGQDAEEET.EREVDGNLIIIDETSMVDTWLMHQLLKAVRNDAQ 468
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
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NTDB id 178708 SporoP32a RS16345 WP 085428881.1 LLFVGDQDQLPSVGPGQVLHDFMQSGKIPVVELTDIFRQSEGSTIIEMAHMIKQKEWTMDVTKKTSDRSFIKASSDQILP 548
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
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NTDB id 178708 SporoP32a RS16345 WP 085428881.1 AVKQIIQNATSKGHSIKDIQVLAPMYKGPAGIDGLNKMIQEVTNPPAEGRKEMVFGETTYRVGDKVLQLVNQPESNVFNG 628
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNG 639
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NTDB id 178708 SporoP32a RS16345 WP 085428881.1 DMGEVVAIMLAKETTDKKAIMVVSYDGNEVQYERSDLNQLTLAYCCSIHKSQGSEFPIVVMPIVRSQRKMLRRNLLYTGI 708
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NTDB id 178708 SporoP32a RS16345 WP 085428881.1 TRAKNFLILCGEAEEFKAGIARTDETERQTTLQERITGETQEVQTTQTVETISLDTAPAKVTAEPQDMSQAKLTMDNFTA 788
NTDB id 355 BSU 27480 NP 390625.1 TRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEA......................LQKELPFSV 777
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NTDB id 178708 SporoP32a RS16345 WP 085428881.1 IDPLIGMNNVSPLDFLEVTD. 808
NTDB id 355 BSU 27480 NP 390625.1 HDANIGMEGITPFDFMKEEQQ 798
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