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NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPV.LGV 79
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NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
consensus *!!!! ! !! * *!!* !!! *!* ! !* *!! *! !!! ! ! !* !! !!!!! !! *

logo

VRTASRNEEAPLS
V
N
Q
G
KQPHVQFLDTAENQGFIDELVKVFLMI STNLTGEPLKPSLSVKRVASGGELSRMVMLAI

LKSTI FSQSHQQDGVTS I I FDEVDTG
NTDB id 178673 SporoP32a RS00465 WP 085426113.1 ............SQKQPHQFDANGFDEVVFMISTNLGEPLKPLVRVASGGELSRMMLALKTIFSQHQGVTSIIFDEVDTG 467
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
consensus ************ * !!*! *! ! ! !*!!!! !!!!!*! *!!!!!!!!!*!!!*!*!!! *! !!!!!!!!!!!!

logo VSGRVAQAS IAEKIHSKMI
VS ISGHSQVLC I STHLPQVAAMADHTHLYLYIAKKDELVHKDGRTTTAR I

V
H
K
D
P
L
V
M
S
K
Q
Q
REKRTVAEE I

L
G
SRMI

L
A
SGAVE I

VTDTLTKL
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