
logo MENKKPKKTSLSLYKSQRLMAKPYI
LKGFYKQAI LPFGVLAI

V
F
I
F
G
A
TI IVSASTVITVIGPDKRLKE I

MTDNTI
MTEKGI

L
A
T
PTKMGTIG

P
G
KIDLDKI

V
A
G
E
S IALMTLALVLYAFAI

NTDB id 178302 V471 RS04930 WP 049529161.1 MENKPKTSSYKRLKPYIKGFQIPFVLAIFGAIISAVITVIGPDKLKEITNTITEGITPTKMGTIPGIDLDKVASIAMTLAVLYAI 85
NTDB id 370 SMU RS04260 WP 002263294.1 MEN.KKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLA.......GKIDLDKIGEIALTLALLYFA 77
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NTDB id 178302 V471 RS04930 WP 049529161.1 SAIVGYLQSFTVATVTQRFSQRFRTAIQKKINSVPLNYFDSHSQGDTLSRVTNDVDLLGQSLSQGLGTLITSSVLLVAAIIMMFY 170
NTDB id 370 SMU RS04260 WP 002263294.1 GALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIK 162
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NTDB id 178302 V471 RS04930 WP 049529161.1 SNVTMAFTAIGSVLIGFVLVAFIMGFSQPLFKRQQENLANINGYIEEIYTGQAVVTSYNAAQESSQAFKGLNDKLYKSMWQSQFI 255
NTDB id 370 SMU RS04260 WP 002263294.1 TNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFF 247
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NTDB id 178302 V471 RS04930 WP 049529161.1 SGIMMPLMIFIGNFGYVMVCLVGAIKVIDGILTIGDVVAFMTYVRIFSQPLSQIAQGITQLQSATAAIGRIFEFLEEKDMDDESA 340
NTDB id 370 SMU RS04260 WP 002263294.1 SGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENH 332
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NTDB id 370 SMU RS04260 WP 002263294.1 KVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVH 417
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NTDB id 178302 V471 RS04930 WP 049529161.1 DQFSMVLQDTWLFEGTIRDNLIYNQENISDEQVIAAAKAVGVHHFITTLPKGYDTYLDDSVTLSVGQKQLLTIARALLKDAPLLI 510
NTDB id 370 SMU RS04260 WP 002263294.1 DAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLI 502
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logo LDEATSSVDTRTEEL IQKRAMDHKLMEGRTSFVIAHRLSTIRNADL I LVMKRDGNI I EQGNSHDEQLMAAEDNGFYADLYNSQFTEEVA
NTDB id 178302 V471 RS04930 WP 049529161.1 LDEATSSVDTRTEELIQKAMDKLMEGRTSFVIAHRLSTIRNADLILVMKDGNIIEQGNHDELMAADGFYADLYNSQFTEEVA 592
NTDB id 370 SMU RS04260 WP 002263294.1 LDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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