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NTDB id 178301 V471 RS04925 WP 084871161.1 MFKIFKRLTTKELIMIVLVVIFVCLNVYLNLKIPDYMSDITTLLSTKGTKASDIFAWNTDAPGMRMLLMSFAGFMASVVVGFLAA 85
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIM.....DPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus !!!!!!!! !! !**! !*!! !** !! !*!!! !!!!! !!!! !!!! ***** !! *!!* !!* ! !*!!!!!
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NTDB id 178301 V471 RS04925 WP 084871161.1 RTAASFTTRLRDDIFHQVLDFSDAEIKKFSIPSLLTRTTNDITQLQLVLTMGLQVITQGPIMAIWAITKIADKNGNWLLALLVAV 170
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGAVGVAV 165
consensus !!!!!!!!!!! !!!* !*!*!*!!!!!!!!!!!!!!!!!!*!!!!*** !!*!!*! !!!!!*!!*!!! ! ! !* !!!
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NTDB id 178301 V471 RS04925 WP 084871161.1 AVIAILMLFLLIMVMPKQRLIQTLTDKLNSVTRESLTGIRVVRAYNAESYQEDKFEKANTDLTQNNLFIGRSLALLTPVMTAVSS 255
NTDB id 369 SMU RS04255 WP 002263293.1 LIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSLMNPVMTVVSS 250
consensus ** !** !* * !*!! *!*!!! !!! !!!!!!!*!!!!!!!!! !!* !! * ! !! !! * ! * !* !!!! !!!
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NTDB id 178301 V471 RS04925 WP 084871161.1 GLTLAIYWIGAHLIEDVKIPTDPT.KIAGAMENKIHLFSDMVVYSSYAMQVVMGFMMMIVVFFLLPRAVVAAGRINEVLDTQSSV 339
NTDB id 369 SMU RS04255 WP 002263293.1 GLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALVSAKRINEVLALNSSV 335
consensus !!!!!!!!!!!*!* !*!!! * * !!* *!**!!!!!!*!!!!!!!!*!!!!!* *! *!!!!*! ! !!!!!! *!!!
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NTDB id 178301 V471 RS04925 WP 084871161.1 SYPENSSKKPKEVGTVEFDDVSFRYSETSEPVLEHVSFKAKKGDTVAFIGSTGSGKSTLVNLIPRFYDATQGTIKVDGVDVRHYD 424
NTDB id 369 SMU RS04255 WP 002263293.1 HFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPRFYDATEGWIKIDGIKVQDYS 420
consensus ***! ! * ! !!!*!!!!!!! ! *!*!!!!! !! !*!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!*!!* ! *!
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NTDB id 178301 V471 RS04925 WP 084871161.1 HETLHNIVGYIPQKAVLFSGDITSNMTMGTSNNSPLDDAKIWEALELAQGKDFVENKEGQLKAEVAQAGSNFSGGQKQRLAIARA 509
NTDB id 369 SMU RS04255 WP 002263293.1 HDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARA 505
consensus !* !*! !!!!!!*!!!!!! ! !!* ! ! * !!!!!!!!!!!!!!!*! !!! !! ! !!!!*!*!!!!!!!!!!!!!!!
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NTDB id 178301 V471 RS04925 WP 084871161.1 LARKPEILIFDDSFSALDYKTDRKLRQELAEKTQDMTKLIVAQRISTIMDADQILVLDQGKVVGQGTHKELLANNEVYQEIAYSQ 594
NTDB id 369 SMU RS04255 WP 002263293.1 LARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQ 590
consensus !!!!!!!!!!!!!!!!!!!!!!! !!**!! !! *!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!



logo LSKEELENGK
NTDB id 178301 V471 RS04925 WP 084871161.1 LSKEELENGK 604
NTDB id 369 SMU RS04255 WP 002263293.1 LSKEELENGK 600
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