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NTDB id 421 SGO RS10260 WP 012131060.1 ............................................MKFRKQHYRAQVDTRDCGVAALAMIFGYYGSYFSLATLREK 41
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NTDB id 171 SPR RS00230 WP 000668290.1 ............................................MKFGKRHYRPQVDQMDCGVASLAMVFGYYGSYYFLAHLREL 41
NTDB id 131 SP RS00255 WP 000668284.1 ............................................MKFGKRHYRPQVDQMDCGVASLAMVFGYYGSYYFLAHLREL 41
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NTDB id 421 SGO RS10260 WP 012131060.1 AKTTNDGTTALGLVKVAEGLNFETRAFKADMSLFDLEEVSYPFIAHILKDGKLLHYYVVTGQDKHTIHIADPDPQVKMTKISRER 126
NTDB id 511 SMSK321 RS10730 WP 000668322.1 AKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKGSIHIADPDPGVKLTKLPRER 126
NTDB id 483 SM12261 RS00275 WP 000668315.1 AKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTKLPRER 126
NTDB id 247 KZH43 RS00220 WP 000668290.1 AKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTKLPRER 126
NTDB id 206 SPD RS00235 WP 000668290.1 AKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTKLPRER 126
NTDB id 171 SPR RS00230 WP 000668290.1 AKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTKLPRER 126
NTDB id 131 SP RS00255 WP 000668284.1 AKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTKLPRER 126
NTDB id 178297 V471 RS04420 WP 002883725.1 TKTTKEGTTALGLVQAAKKMGFETRAIQADMSLFEIKDISYPFIVHVAKDGRLQHYYVVYKNKKNHLIIGDPDPSVRITRMSKKG 126
NTDB id 358 SMU RS01425 WP 002263523.1 SKTNKQGTTALGIVEAAKKLGFETRSIKADMTLFDYNDLTYPFIVHVIKGKRLQHYYVVYGSQNNQLIIGDPDPSVKVTRMSKER 170
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NTDB id 421 SGO RS10260 WP 012131060.1 FEQEWTGITIFLAPSPAYKPSQEKKNGLLDFIPLLIKQKGLITNIVLATLLVTLINIVGSYYLQSIIDTYVPDHMKTTLGMISIG 211
NTDB id 511 SMSK321 RS10730 WP 000668322.1 FAEEWTGVTLFMAPSPDYKPHKDQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLGIISIG 211
NTDB id 483 SM12261 RS00275 WP 000668315.1 FAEEWTGVTLFMAPSPDYKPHKDQKNGLLSFIPILVKQRGLIANIVLATLLVTLINIVGSYYLQSIIDTYVPDQMRSTLGIISIG 211
NTDB id 247 KZH43 RS00220 WP 000668290.1 FEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLGIISIG 211
NTDB id 206 SPD RS00235 WP 000668290.1 FEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLGIISIG 211
NTDB id 171 SPR RS00230 WP 000668290.1 FEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLGIISIG 211
NTDB id 131 SP RS00255 WP 000668284.1 FEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLGIISIG 211
NTDB id 178297 V471 RS04420 WP 002883725.1 FEKEWTGVALFFAPEPSYKPYKDKKNGLLALVPLIFKQRSLITNIVLASFLVTLINILGSYYLQVILDEYIPNQMQSTLGIISIG 211
NTDB id 358 SMU RS01425 WP 002263523.1 FQSEWTGLAIFLAPQPNYKPHKGEKNGLSNFFPLIFKQKALMTYIIIASLIVTLIDIVGSYYLQGILDEYIPDQLISTLGMITIG 255
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NTDB id 421 SGO RS10260 WP 012131060.1 LIIVYILQQFLSYAQEYLLLVLGQRLSIDVILSYIKHVFQLPMSFFATRRTGEIVSRFTDANRIIDALASTILSIFLDVSIVSII 296
NTDB id 511 SMSK321 RS10730 WP 000668322.1 LVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVSTVVII 296
NTDB id 483 SM12261 RS00275 WP 000668315.1 LVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVSTVVII 296
NTDB id 247 KZH43 RS00220 WP 000668290.1 LVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVSTVVII 296
NTDB id 206 SPD RS00235 WP 000668290.1 LVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVSTVVII 296
NTDB id 171 SPR RS00230 WP 000668290.1 LVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVSTVVII 296
NTDB id 131 SP RS00255 WP 000668284.1 LVIVYIFQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVSTVVII 296
NTDB id 178297 V471 RS04420 WP 002883725.1 LVVTYILQQMMNFAREYLLTVLSQRLTIDVVLSYIRHIFELPMSFFATRQTGEVTSRFSDANSIIDALASTILSVFLDVSILMIV 296
NTDB id 358 SMU RS01425 WP 002263523.1 LIITYIIQQVMAFAKEYLLAVLSLRLVIDVILSYIKHIFTLPMSFFATRRTGEITSRFTDANQIIDAVASTIFSIFLDMTMVILV 340
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LPVIYLATLIV IVIYFLTAFLMKPFEKMNHREDVTMQESANSALMVVLSSAS I I EDINGMIETIKSLTSEEKSAVQRYQNKIDSKDEFVGTDYLDEKNKNS
NTDB id 421 SGO RS10260 WP 012131060.1 AIVLFSQNSSLFFLTLLGIPVYALIIFLFMKPFEKMNHETMEANSLLSSSIIEDINGIETIKSLTSEKQRYQKIDKEFVTYLKKS 381
NTDB id 511 SMSK321 RS10730 WP 000668322.1 SLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKEFVDYLKKS 381
NTDB id 483 SM12261 RS00275 WP 000668315.1 SLVLFSQNTNLFFITLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKEFVDYLKKS 381
NTDB id 247 KZH43 RS00220 WP 000668290.1 SLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKEFVDYLKKS 381
NTDB id 206 SPD RS00235 WP 000668290.1 SLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKEFVDYLKKS 381
NTDB id 171 SPR RS00230 WP 000668290.1 SLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKEFVDYLKKS 381
NTDB id 131 SP RS00255 WP 000668284.1 SLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKEFVDYLKKS 381
NTDB id 178297 V471 RS04420 WP 002883725.1 GGVLLLQNRNLFWLVLYSIPIYLIIVYTFMKPFEKMNHDVMQSNAMVSSAIIEDINGIETIKSLTSEEVRYQKIDSDFVGYLDNS 381
NTDB id 358 SMU RS01425 WP 002263523.1 GGVLLAQNNNLFFLTLLSIPIYAIIIFAFLKPFEKMNHEVMESNAVVSSSIIEDINGMETIKSLTSESARYQNIDSEFVDYLEKN 425
consensus **!!**!!**!!***!***!*!**!***!*!!!!!!!***!**!***!!*!!!!!!!*!!!!!!!!!**!!!*!!**!!*!!***

logo FAKTLYGHSKRLSYASEAIS ILQQTKSVAI
LKAQSKAGVAKQRHL ILLNVVLGI LWLTYMGSAQRTVLVMADQNGTKI

MSVLGQL ITFYNAMTLLSVYFSTTNP I
LENI INLQSTKLQSTAKRQVANAETNRLNEVYLVDEKTAS

NTDB id 421 SGO RS10260 WP 012131060.1 FAYGRSESLQKVLKAAARLILNVLILWLGATLVMDQKISLGQLITYNTLLVYFTNPLENIINLQTKLQSARVANERLNEVYLVKS 466
NTDB id 511 SMSK321 RS10730 WP 000668322.1 FTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVTS 466
NTDB id 483 SM12261 RS00275 WP 000668315.1 FTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVAS 466
NTDB id 247 KZH43 RS00220 WP 000668290.1 FTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVAS 466
NTDB id 206 SPD RS00235 WP 000668290.1 FTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVAS 466
NTDB id 171 SPR RS00230 WP 000668290.1 FTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVAS 466
NTDB id 131 SP RS00255 WP 000668284.1 FTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVAS 466
NTDB id 178297 V471 RS04420 WP 002883725.1 FKLSRLSILQTSIKQGAQLILNVLILWTGAQLVMANTISVGQLITFNMLLSYFTTPLENIINLQTKLQSAKVANARLNEVYLVDS 466
NTDB id 358 SMU RS01425 WP 002263523.1 FKLHKYSAIQTALKSGAKLILNVVILWYGSRLVMDNKISVGQLITFNALLSYFSNPIENIINLQSKLQSARVANTRLNEVYLVES 510
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NTDB id 421 SGO RS10260 WP 012131060.1 EFEEKKL.IKDLSHFQADIDFRGVSYKYGYGANVLSEIDLHIPAGSKTSFVGVSGSGKTTLAKMMVHFYAPNQGDICLGGVNLNQ 550
NTDB id 511 SMSK321 RS10730 WP 000668322.1 EFEEKKT.VEDLSLMKGEMTFKQVYYKYGYGRDVLSDINLTIPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQ 550
NTDB id 483 SM12261 RS00275 WP 000668315.1 EFEEKKT.VEDLSLMKGDMTFKQVSYKYGYGRDVLLDINLTIPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQ 550
NTDB id 247 KZH43 RS00220 WP 000668290.1 EFEEKKT.VEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQ 550
NTDB id 206 SPD RS00235 WP 000668290.1 EFEEKKT.VEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQ 550
NTDB id 171 SPR RS00230 WP 000668290.1 EFEEKKT.VEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQ 550
NTDB id 131 SP RS00255 WP 000668284.1 EFEEKKT.VEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGSVNLNQ 550
NTDB id 178297 V471 RS04420 WP 002883725.1 EFQTFQENPYQEQLLKGDITVSDLSYKYGFGRDALSDINLTIKQGEKVSFVGVSGSGKTTIAKLLVNFYKPYKGTISLNGQNIDQ 551
NTDB id 358 SMU RS01425 WP 002263523.1 EFEKDGD.LSENSFLDGDISFENLSYKYGFGRDTLSDINLSIKKGSKVSLVGASGSGKTTLAKLIVNFYEPNKGIVRINGNDLKV 594
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LAE IRQSEDI EQRMPMQLGNFYQTELSTASDGAGLI SGGQKRQRIALARA
NTDB id 421 SGO RS10260 WP 012131060.1 LDKQALRQYINYLPQQPYVFNGTILENLLLGAREGTTQEDILRAVELAEIRSDIERMPLNYQTELSADGAGISGGQRQRIALARA 635
NTDB id 511 SMSK321 RS10730 WP 000668322.1 IDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARA 635
NTDB id 483 SM12261 RS00275 WP 000668315.1 IDKKALRQYINYLPQQPYVFNGTILDNLLLGAKEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARA 635
NTDB id 247 KZH43 RS00220 WP 000668290.1 IDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARA 635
NTDB id 206 SPD RS00235 WP 000668290.1 IDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARA 635
NTDB id 171 SPR RS00230 WP 000668290.1 IDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARA 635
NTDB id 131 SP RS00255 WP 000668284.1 IDKKALRQYINYLSQQPYVFNGTILENLLLGAKEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARA 635
NTDB id 178297 V471 RS04420 WP 002883725.1 LDKRSLRQFINYLPQQSYVFSGSLLDNLTLGADPSVVQEDILKACDIAEIRQDIEQMPMGFQTELS.DGAGLSGGQKQRIALARA 635
NTDB id 358 SMU RS01425 WP 002263523.1 IDKTALRRHISYLPQQAYVFSGSIMDNLVLGAKEGTSQEDIIRACEIAEIRSDIEQMPQGYQTELS.DGAGISGGQKQRIALARA 678
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NTDB id 421 SGO RS10260 WP 012131060.1 LLTDAPVLILDEATSSLDILTEKRIIDNLMVL.DKTIIFIAHRLTIAERSEQVVVLDQGRIVESGSHKELIEREGFYHHLVNS 717
NTDB id 511 SMSK321 RS10730 WP 000668322.1 LLTDAPILILDEATSSLDILTEKRIVDNLMAL.DKTLIFIAHRLTIAERTEKVVVLNQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 483 SM12261 RS00275 WP 000668315.1 LLTDAPVLILDEATSSLDILTEKRIVDNLMAL.DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGNHADLLAQGGFYAHLVNS 717
NTDB id 247 KZH43 RS00220 WP 000668290.1 LLTDAPVLILDEATSSLDILTEKRIVDNLIAL.DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 206 SPD RS00235 WP 000668290.1 LLTDAPVLILDEATSSLDILTEKRIVDNLIAL.DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 171 SPR RS00230 WP 000668290.1 LLTDAPVLILDEATSSLDILTEKRIVDNLIAL.DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 131 SP RS00255 WP 000668284.1 LLTDAPVLILDEATSSLDILTEKRIVDNLIAL.DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 178297 V471 RS04420 WP 002883725.1 LLTKSRVLILDEATSGLDVLTEKKVVDNLLQLTDKTIIFIAHRLSIAQRTHRIFVMDQGRIVESGSHEELLSQAGFYQRLFQS 718
NTDB id 358 SMU RS01425 WP 002263523.1 LLTQAPVLILDEATSSLDILTEKKIISNLLQMTEKTIIFVAHRLSISQRTDEVIVMDQGKIVEQGTHKELLAKQGFYYNLFN. 760
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