
logo MSKLQDKLFGKVTIRKKLTMTTAVVFFLVLSLMFTLVVI
VFSANTLLLQRERQNVNTTIASKVVTYI EKDWDSDEELSPEPLLAALYS

NTDB id 178296 V471 RS04320 WP 002886591.1 MSKLQDKLFGKVTIRKKLTMTTAVVFFLVLSLFTLVVIFSANTLLLQRERQNVNTTIAKVVTYIEKDWDSDEELSPEPLLAALYS 85
NTDB id 472 HSISS4 RS01435 WP 002883784.1 MSKLQDKLFGKVTIRKKLTMTTAVVFFLVLSMFTLVVVFSANTLLLQRERQNVNTTISKVVTYIEKDWDSDEELSPEPLLAALYS 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PKNIYAS I INGVLSEKHSLDGQVAI SNKLYSNQSVFVYDKKGTF I FTSEENTDSPPGMSEVNKLKSVSYKGKRGFLLQVP IYGKD
NTDB id 178296 V471 RS04320 WP 002886591.1 PKNIYASIINGVLSEKHSLDGQVAISNKLYSNQSVFVYDKKGTFIFTSEENTDSPPGMSEVNKLKSVSYKGKRGFLLQVPIYGKD 170
NTDB id 472 HSISS4 RS01435 WP 002883784.1 PKNIYASIINGVLSEKHSLDGQVAISNKLYSNQSVFVYDKKGTFIFTSEENTDSPPGMSEVNKLKSVSYKGKRGFLLQVPIYGKD 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KKTIVGYAQI FHDLEFYYALKERL IVFLL I FLEVGMTVLVIAATVVVLTS I LRPMRQLHETMGVITDSPSDLELRSKI ESHDE IGD
NTDB id 178296 V471 RS04320 WP 002886591.1 KKTIVGYAQIFHDLEFYYALKERLVFLLIFLEVGMTVLVIAATVVVLTSILRPMRQLHETMGVITDSPSDLELRSKIESHDEIGD 255
NTDB id 472 HSISS4 RS01435 WP 002883784.1 KKTIVGYAQIFHDLEFYYALKERLIFLLIFLEVGMTVLVIAATVVVLTSILRPMRQLHETMGVITDSPSDLELRSKIESHDEIGD 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LAVNFNRMMDKIQENNQMQMRFLSDVSHELRTP IAVIKGHMDLLQRWGKNDPE I LEESLEAASHEANRMTIMINDMLDS IRVKGS
NTDB id 178296 V471 RS04320 WP 002886591.1 LAVNFNRMMDKIQENNQMQMRFLSDVSHELRTPIAVIKGHMDLLQRWGKNDPEILEESLEAASHEANRMTIMINDMLDSIRVKGS 340
NTDB id 472 HSISS4 RS01435 WP 002883784.1 LAVNFNRMMDKIQENNQMQMRFLSDVSHELRTPIAVIKGHMDLLQRWGKNDPEILEESLEAASHEANRMTIMINDMLDSIRVKGS 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FENHRNDTCDLNSS IRTVIGNFRVLHEDYQFYLNDFESSERLPAQIYSQHFEQAITI L IDNAVKYSPVNKE IQVTIKALEDEMLVQ
NTDB id 178296 V471 RS04320 WP 002886591.1 FENHRNDTCDLNSSIRTVIGNFRVLHEDYQFYLNDFESSERLAQIYSQHFEQAITILIDNAVKYSPVNKEIQVTIKALEDEMLVQ 425
NTDB id 472 HSISS4 RS01435 WP 002883784.1 FENHRNDTCDLNSSIRTVIGNFRVLHEDYQFYLNDFESSERPAQIYSQHFEQAITILIDNAVKYSPVNKEIQVTIKALEDEMLVQ 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VQDNGEGI SKEDI ENHI FERFYRSDKARNRTTTQSGVGIGLS I LYQIVEAYRCR IDVSSELGVGTRFDLYIPFADGRETTTPQLEL
NTDB id 178296 V471 RS04320 WP 002886591.1 VQDNGEGISKEDINHIFERFYRSDKARNRTTTQSGVGIGLSILYQIVEAYRCRIDVSSELGVGTRFDLYIPFADRETTTPQLEL 509
NTDB id 472 HSISS4 RS01435 WP 002883784.1 VQDNGEGISKEDIEHIFERFYRSDKARNRTTTQSGVGIGLSILYQIVEAYRCRIDVSSELGVGTRFDLYIPFADGETTTPQLEL 509
consensus !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!
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