
logo MNKNHMSTLKSKFHNTNPFWFYLKKGITWLVFAIQVPL IFLAILVMVLI FLVLVITGSLFLIFLGSGLVAAILSGATSLWFGITSLFI LSNTW
Y
Q
F
I
T
L
A
S
T
A
G
T
Q
G
N
P
K
H
K
V
S
T
S
A
E
F
V
S
T
N
T
N
S
N
G
N
T
S
D
K
Q
N
K
T
N
G
T
N
A
T
V
S
K
T
V
T
I
A
S
V
T
K
N
T
Q
V
T
I
S
V
AYDNKTNKSTESTNDNSTTEKQAVDKNNKVQKNDTAVVSVINTYQSKEAGSTNDNSRNSQ

NTDB id 425 SGO RS10525 WP 012131081.1 MKNS.SNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVITYSESNS 84
NTDB id 539 SM12261 RS09395 WP 000681587.1 MKHL.KTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANRQ 83
NTDB id 256 KZH43 RS10270 WP 000681597.1 MKHL.KTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANRQ 83
NTDB id 215 SPD RS10945 WP 000681597.1 MKHL.KTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANRQ 83
NTDB id 181 SPR RS10425 WP 000681597.1 MKHL.KTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANRQ 83
NTDB id 145 SP RS11450 WP 000681597.1 MKHL.KTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANRQ 83
NTDB id 178280 V471 RS02795 WP 013991347.1 ...MKKFNWKKIVAPIAMLVIGLLGGLLGAFILL.TAAGVSFTNSTDTGVKTAKTVYNNTTDTTKAVKKVQNAVVSVINYQEGSS 81
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFSNNGK..TTVSNVIYDTKSNTTKAVKNVKNTVVSVINYQKTDN 83
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NTDB id 425 SGO RS10525 WP 012131081.1 D........AIFDNNNS.........GNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYS 152
NTDB id 539 SM12261 RS09395 WP 000681587.1 N........SVFGNDDT.........DTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFS 151
NTDB id 256 KZH43 RS10270 WP 000681597.1 N........SVFGNDDT.........DTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFS 151
NTDB id 215 SPD RS10945 WP 000681597.1 N........SVFGNDDT.........DTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFS 151
NTDB id 181 SPR RS10425 WP 000681597.1 N........SVFGNDDT.........DTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFS 151
NTDB id 145 SP RS11450 WP 000681597.1 N........SVFGNDDT.........DTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFS 151
NTDB id 178280 V471 RS02795 WP 013991347.1 SDSLNELYGRIFGGDDSSDSSQDKSKDSDGLQVAGEGSGVIYKKDGKEAYIVTNNHVVDGAKKLEIMLSDGSKITGELVGKDTYS 166
NTDB id 381 SMU RS09890 WP 002262650.1 SY.....YN.......YDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYS 156
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NTDB id 425 SGO RS10525 WP 012131081.1 DISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAINPGNSGG 237
NTDB id 539 SM12261 RS09395 WP 000681587.1 DIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGG 236
NTDB id 256 KZH43 RS10270 WP 000681597.1 DIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGG 236
NTDB id 215 SPD RS10945 WP 000681597.1 DIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGG 236
NTDB id 181 SPR RS10425 WP 000681597.1 DIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGG 236
NTDB id 145 SP RS11450 WP 000681597.1 DIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGG 236
NTDB id 178280 V471 RS02795 WP 013991347.1 DLAVVKVSSDKIKTVAEFADSNSLTVGEKAIAIGSPLGTEYANSVTEGIVSSLSRTVTMQNDNGETVSTNAIQTDAAINPGNSGG 251
NTDB id 381 SMU RS09890 WP 002262650.1 DLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAINPGNSGG 241
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NTDB id 425 SGO RS10525 WP 012131081.1 PLVNIQGQVIGITSSKIANTN..NGSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSSSDRLKLPDNVKN 320
NTDB id 539 SM12261 RS09395 WP 000681587.1 PLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSDIRRLNIPSNVTS 317
NTDB id 256 KZH43 RS10270 WP 000681597.1 PLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTS 317
NTDB id 215 SPD RS10945 WP 000681597.1 PLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTS 317
NTDB id 181 SPR RS10425 WP 000681597.1 PLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTS 317
NTDB id 145 SP RS11450 WP 000681597.1 PLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTS 317
NTDB id 178280 V471 RS02795 WP 013991347.1 ALVNIEGQVIGINSSKISST.SAVAGSAVEGMGFAIPSNDVVEIINQLEKDGKVTRPALGISMADLNSLSSSATSKLDLPDDVKA 335
NTDB id 381 SMU RS09890 WP 002262650.1 ALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSGRDTLKIPSDVTS 326
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NTDB id 425 SGO RS10525 WP 012131081.1 GVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKSTDDLSSE 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 GVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLDKSSGDLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 GVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 GVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 GVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 GVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 178280 V471 RS02795 WP 013991347.1 GVVVGSVQKGMPADGKLQENDVITEIDGKEISSKTDIQTNLYSHSIGDTIKVTFYRGKEKKTEELKLTKSTEDLSD. 411
NTDB id 381 SMU RS09890 WP 002262650.1 GIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTKTSQDLNH. 402
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