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NTDB id 178261 V471 RS00455 WP 084870986.1 MKEKILAYVKDNCLFVSVIAVLMVIFCFFLWMTYGAGNSMEAETSYTDVTALSTSSSSKQSSQSLSEASSQSKTEGSEKDKLKVT 85
NTDB id 300 STER RS07485 WP 011681496.1 MKEKILAYVKDNRLFVSVIAVLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSS.SKQSSQSLSEASSQSKTEGSEKVKSKVT 84
NTDB id 153 SP RS04730 WP 000387344.1 .MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAP.QTPVKETNLQAEVAAVSKDSST........EKEVKKEEKEEPLEQDLIT 75
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .MESIIEKIKEYKIIVICTGLGLLVGGFFLLKPAP.HTPVKETNLQAEVVAISKDSST........EKDVKKEEKEEPVEQDLIT 75
consensus * !*!* *!* ** ! * ** *** *!!! ***** ** *!*!*! !**********! * *** * *!
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NTDB id 178261 V471 RS00455 WP 084870986.1 VDVKGAVANPGVYTLKASARVTDAIKAAGGMTEDADAKSVNLAASLSDEEVIYVATKDENLSVLGQSGTGQVSDKGGQTSAKDGK 170
NTDB id 300 STER RS07485 WP 011681496.1 VDVKGAVVNPGVYTLKAGARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTGTGQVSDKGGQAVSKDGK 169
NTDB id 153 SP RS04730 WP 000387344.1 VDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVS.QQTGSGT.....ASSTSKEKK 154
NTDB id 521 SMSK321 RS04960 WP 000443804.1 VDVKGAVKSPGIYDLSVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESAS.QHTGSGA.....PSSTSKDKK 154
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NTDB id 178261 V471 RS00455 WP 084870986.1 INLNTATSEELQTISGIGAKRAEDIIAYRESHGGFQSVDDLKNVSGIGDKTLDKIRESLYVA 232
NTDB id 300 STER RS07485 WP 011681496.1 INLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDKIRESLYVA 231
NTDB id 153 SP RS04730 WP 000387344.1 VNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 521 SMSK321 RS04960 WP 000443804.1 INLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
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