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NTDB id 178199 NX99 RS02360 WP 126405093.1 MSDLGFKYSILASGSTGNSFYLETPEKKILVDAGLSGKKITSLLAEIDRDPSDLDAILVTHEHKDHIHGVGVLARKYGMDIYANE 85
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLDVYANA 85
consensus !** !!*!!!!!!!!*!!!!!!!!! !*!!*!!!!!!!!!* !*!!!!! * !*!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!

logo

A
KTWQAIMDSKGNMI

LGKIDNVSQKHI
VFDSLRDGKLTI

LTFGDI
LDI ESFGVSHDAAIDQPQFYRFLMKDGKSFVI

MLTDTGYVSDRMADGI
L I ENADGYL I

NTDB id 178199 NX99 RS02360 WP 126405093.1 KTWQIMDSKNMLGKIDNSQKHVFSRDKLLTFGDLDIESFGVSHDAIDPQFYRFMKDGKSFVMLTDTGYVSDRMAGIIENADGYLI 170
NTDB id 383 SMU RS06875 WP 002262928.1 ATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLIENADGYLI 168
consensus !!! !!** !*!!!! !!!!*! ! *!!!!*!!!!!!!!!!! !!!!! !!!!!!!!*!!!!!!!!!!!! *!!!!!!!!!
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NTDB id 178199 NX99 RS02360 WP 126405093.1 ESNHDVEILRAGSYPWSTKQRILSDQGHLCNEDGADAMIRTIGNKTKKIYLGHLSKENNIKELAHMTMENQLARADFGVGTDFKV 255
NTDB id 383 SMU RS06875 WP 002262928.1 ESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNALMQADLAVDHDFKI 253
consensus !!!!!*!!!! ! !!!! !!!!!!! !!!*!*!!!* !*!!*!!!!!!!!!!!!!!!!!*!!!!!!!! ! ! !! *! *!!!*

logo YDTSPDTALTPLATDKI
NTDB id 178199 NX99 RS02360 WP 126405093.1 YDTSPDTATPLTDI 269
NTDB id 383 SMU RS06875 WP 002262928.1 YDTSPDTALPLAKI 267
consensus !!!!!!!! !! !
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