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NTDB id 178131 BTI679 RS22205 WP 064474804.1 MNGIEIFANMILKEACRVQASDLHIVPRKKDVAVQLRIGKDLMTKHCIEKEFGEKLVSHFKFLASMDIGERRKPQNGSLY 80
NTDB id 96 BSU 24730 NP 390353.1 MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLT 80
consensus ! !! ** !!* !!!*!!!!! *! ** !* * !* !*** !! * *!*!!!!!! !!!!!!!!!!!!!!
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PQAYNS IPQPS ILDSHKLSLFPKSTAGAKKTI
LLSFLHKHYSHGLML IVFTGPTGSGKTTTLMYASLLVEQAY

NTDB id 178131 BTI679 RS22205 WP 064474804.1 LQMDGQEVYLRLSTLPTVYQESLVIRLHLQASIQPLSHLSLFPSTAKKILSFLHYSHGLLVFTGPTGSGKTTTMYALLEA 160
NTDB id 96 BSU 24730 NP 390353.1 LKLKEGNVHLRMSTLPTINEESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQY 160
consensus ! * !*!!*!!!!!* !!!!!!***! !*** *!!!!! !* *!!!!**!!!*!*!!!!!!!!!!!!*! !*
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NTDB id 178131 BTI679 RS22205 WP 064474804.1 IRKKKTRRIITLEDPVEKRNDDVLQIQINEKAGITYETGLKAILRHDPDIILVGEIRDEETAKIAVRASLTGHLVMTTLH 240
NTDB id 96 BSU 24730 NP 390353.1 AKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLH 240
consensus *!* ! !*!!!!!!! ! *!!!!*!*!!!!!*!! !!!!!!!!!!!*!**!!!!! !!! !!!!! *!!!!!*!*!!
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VAAQRLVDELAKCPFCERGNGNCSSVLYCKRQSMSRNQTVRQRAS IVYELLYGKYENLKQQAC IKQEGAKNGEN
NTDB id 178131 BTI679 RS22205 WP 064474804.1 TSDAKGAILRFMDYGITRQEIEQSLLAVAAQRLVELKCPFCRGNCS.VLCKSMRQVRQASIYELLYGYELKQAIKGANGE 319
NTDB id 96 BSU 24730 NP 390353.1 TRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGN 320
consensus ! !!!!!! ! ***!! *!!!!***!*!!!!!!*! !!!! !!*! !* !* ! !!*!!!!!! ! !*! ! !
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NTDB id 178131 BTI679 RS22205 WP 064474804.1 CVTYKHETLESSLRKGYALGFLEEDVYV........ 347
NTDB id 96 BSU 24730 NP 390353.1 HANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD 356
consensus ! * !! *!!! !!!*! ! ********
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