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MEHLQRDEGWTQRARVQFQEACHKAQAMEFHLSFLGNLTPPVLPTEAEYEGKQATIPADETIDIPEDPEKSHGRERKTFLDNTLMNVSLVKTPDRASCHTSC
NTDB id 1111 NGFG RS09220 WP 003689814.1 MSDL.......SVLSPFAVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLPL...TDDESRTFNLMKPDSCC 70
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MQDIIAYF..IQNLTA.LYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNP...EQPIIDHEKLTLSKPASSC 74
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MQDIIAYF..IQNLTA.LYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNP...EQPIIDHERLTLNKPASSC 74
NTDB id 178047 I596 RS11855 WP 067648117.1 ....MGDYAWLAQPAP.LIVLCGLLGLIVGSFLNVVILRLPARLEHGWRQQAHEFLGTVPTAEAAPP....DLVVTASHC 71
NTDB id 1170 A1552VC RS11080 WP 000418747.1 .MELFYFYPWL......FPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASF...PEYGITPPEGKLTLSLPRSTC 70
NTDB id 1403 DSB67 RS12675 WP 010643256.1 .MEVFQYYPWL......FVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESF...PEYKIEPPKETLTLSVPRSSC 70
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NTDB id 1111 NGFG RS09220 WP 003689814.1 PKCRVPIRAWQNIPIVSYLLLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILTAFLISLTFIDADT 150
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 PACHQPIRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFIDFDT 154
NTDB id 1061 ABD1 RS18470 WP 001152280.1 PACQQPIRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFIDFDT 154
NTDB id 178047 I596 RS11855 WP 067648117.1 PHCKHRLAAWDNIPLLGWLLLRGRCRYCKAPISIQYPLVELLTGVASAVIAWQLGFGWPLLAGLVFTWILIAASGIDFRT 151
NTDB id 1170 A1552VC RS11080 WP 000418747.1 PHCQTPIRVIDNIPLLSWLALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFSYVLIAATFIDFDT 150
NTDB id 1403 DSB67 RS12675 WP 010643256.1 QQCGTQIRIRDNIPVISWLLLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFTFVLIAATFIDLDT 150
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NTDB id 1111 NGFG RS09220 WP 003689814.1 QYLPDSMTLPLIWLGLIFNLDGGF.VPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIAALGAWLGISALPV 229
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 QLLPDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLMLPL 233
NTDB id 1061 ABD1 RS18470 WP 001152280.1 QLLPDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLMLPL 233
NTDB id 178047 I596 RS11855 WP 067648117.1 QLLPDQLTLPLLWLGLLIALLPLF.VDAPTAILGAAIGYLSLWSVFWLFKLLTGKEGMGYGDFKLLAALGAWMGAASLLP 230
NTDB id 1170 A1552VC RS11080 WP 000418747.1 LLLPDQLTLPLLWGGIALALLGFSPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQQLPV 230
NTDB id 1403 DSB67 RS12675 WP 010643256.1 MLLPDQLTLPLMWTGIALALAGISPVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQSLPM 230
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NTDB id 1111 NGFG RS09220 WP 003689814.1 LIFVSSLIGLVAAIVMR....VAKGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 IVLLSSLLGAIIGIILLKLRND..NQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1061 ABD1 RS18470 WP 001152280.1 IVLLSSLLGAIIGIILLKLRND..NQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 178047 I596 RS11855 WP 067648117.1 IILVSSLIGAIIGGTVLAVRGKDRSTPIPFGPFIAAAGWVWFVFGDRL...SVLYA.SLFGL.. 288
NTDB id 1170 A1552VC RS11080 WP 000418747.1 IVLLSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKV...IDWYFTTWVGQPL 291
NTDB id 1403 DSB67 RS12675 WP 010643256.1 IILLSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQI...LNWYFTSILGV.. 289
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