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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPIAVLTA 85
NTDB id 178037 I596 RS04935 WP 067645001.1 ..MSKQLALVIDDERDIRELLTLTLGRMGLVVDTAANVAEARQRLSETRYTLCFTDMRLPDGSGQDIVEFVAGQYPETPIAMITA 83
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAMITA 83
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTGES 170
NTDB id 178037 I596 RS04935 WP 067645001.1 YGNVDAAVNALKAGAFDFVSKPVDINVLRRLVQTALKLGETK..RAEQVASGSKLIGESAPMQELRATIAKIARSQAPVYIAGES 166
NTDB id 1473 PAKAF RS24000 WP 003094694.1 YGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE...AEEAPVDNRLLGESPPMRALRNQIGKLARSQAPVYISGES 165
consensus !!**! !**!!!!!!!!!**!!!** !* !***!!** * *!** *!*!*! !** !! !*!*!!!!!!!***!!!

logo GSTVGKEVLVANRLVIHREQLSGNPR I
S
A
E
G
R
TPF IVAP I

VNCGAIPTSELMESELFFGHKKGSFTGAHITAEQDKDQGL IFLQSAASHGGSTLFLDE I
VADELPLMVAHSMQVKLLRVA

NTDB id 1045 H0N27 RS16330 WP 168727019.1 GTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRA 255
NTDB id 178037 I596 RS04935 WP 067645001.1 GVGKELVARLIHELGPRSATPFVPVNCGAIPSELMESEFFGHKKGSFTGAHADKDGLFQAAHGGTLFLDEVAELPVHMQVKLLRV 251
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLLRA 250
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 VQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQL 340
NTDB id 178037 I596 RS04935 WP 067645001.1 IQEKAVRPIGARAEVPVDVRILSATHKNLARMVDLGAFRQDLFYRINVIELRVPPLRERRGDIPLLAGRVLERLARDSGGAPARL 336
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAARL 335
consensus *!!!**!**!* *!* !!*!***!*!**!* *! !*!!!!!**!**!**!**!!!!!!**!**!!! *** *** *** ****!

logo

G
T
G
E
A
DAAEQAETAKYLKLMNQTQYEHRFPGNVRELRENVMI

LERAI
V
Y

A
TLSCEDADNQTVIADQAIPAHSHDLHRPL IADPLAPQRGAAGNGISQSEGNEGPAFPAASAAPPADAPAGRPAQPS IPPQFTATSVAAPPQAPLVKPSDKLALSAEPFIS

NTDB id 1045 H0N27 RS16330 WP 168727019.1 TEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAA.........QSIQTTVAAPQAVKKLPS 416
NTDB id 178037 I596 RS04935 WP 067645001.1 GEDAAAALMTYEFPGNVRELENVLERAVALCEDNVIAAADLRLIPAQAGGSGEPAAAPPADAPAGRPAPPPFASAPPQPLPDAAF 421
NTDB id 1473 PAKAF RS24000 WP 003094694.1 TGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQEGAA.........................SLSEI 395
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 EGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 178037 I596 RS04935 WP 067645001.1 NDLAAAVAETERAAIMKALEATRWNRTAAARHLGLTLRQLRYRLEKLGIE....... 471
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
consensus * !* *****!* ****!!* !*!!!!*!!**!!*!*!**!!!!*!*!**

X non conserved

X similar

X ≥ 50% conserved


