
logo MKKSTTKFLFYASLAAGVTLLSASVLAACGSKTGQNSKNASGSAANEKAQESLSFPAGEVKTHQDGSTAI
V
A
K
D
G
A
GQLKNYAI

WVASAPSTATSSTGLL IDELTENNT
NTDB id 177454 A4H00 RS08905 WP 067091601.1 MKKSTKFYSLAAVTLLSASVLAACGSTGNKNASSANEASLSFPGEVTHDGSAIKGGQLNYAIVAASASTGLLIDELTENN 80
NTDB id 463 GPW51 RS08685 WP 012775331.1 MKKTTKLFALAGVTLLSASVLAACGSKQS....GAAKQELSFPAEVKQDGTAVADAQLKYAWVSPTTSSGLLIDELTENT 76
consensus !!!*!! * !!*!!!!!!!!!!!!!! **** ! !!!!*!! *!!*!* *!! !! ! ** !*!!!!!!!!!!

logo

T
VDSTFGGTMVDEI SMFGYDGDERKLDDSGLAKAVDEFDVKEGKKTI

VTVSTLNTGKDYKWSDGEQPSFTIDNDYI FTI EKKSMADSKDGYTGI
VRFDGD

NTDB id 177454 A4H00 RS08905 WP 067091601.1 VDSTFGTMVDESMFGYDGDRKLDDSGLAKVDFDVKEKTVTVTLNGKDYKWSDGQPFTIDDYIFTIEKMADKGYTGVRFGD 160
NTDB id 463 GPW51 RS08685 WP 012775331.1 TDSTFGGMVDISMFGYDGERKLDDSGLAKAEFDVKGKKITVSLTGKDYKWSDGESFTINDYIFTIKSMASKDYTGIRFDD 156
consensus !!!!! !!! !!!!!!!*!!!!!!!!!! *!!!! ! *!!*! !!!!!!!!! *!!! !!!!!! !! ! !!!*!! !

logo

G
KFKLNI EVGMDQEFVDGKADSDS IVSGI EKKVDDYSTVEVLHTMVKEMS

TPSMMYAGGDVPAYI
V
M
QPEKHI FYKDIPVADEWEKSDEYASRATTATKFLVG

NTDB id 177454 A4H00 RS08905 WP 067091601.1 GFKNIVGMDEFVDGKADSVSGIEKVDDYSVVLHMKEMTPSMMYAGGDVPAYVMPKHIFKDIPVAEWEKSDYARATTKFVG 240
NTDB id 463 GPW51 RS08685 WP 012775331.1 KFLNIEGMQEFVDGKASDISGIKKVDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRT.AKLVG 235
consensus ! !! !! !!!!!!! *!!! !!!!!*! !**!!!*!!!!!!!!!!!!!* ! !!*!!!!!!*!!!!*! ! * ! !!

logo MGPFWKIKE I
VVNSGES IVTFYVAPNENYFYFYAKGTKPKTI

T
D
S
S
TLKI

MDIVSPDTIVSEMKAGHNYDI
YAEMPTVDQLDSFYKDASNFLNTI

V
L
VGQTLAES

NTDB id 177454 A4H00 RS08905 WP 067091601.1 MGPFKIKEVVSGESVTFVANENYYAG.KPTIDTLKMDIVSPDTIVSEMKAGHYDYAEMPTDQLDSFKDASNFTVLGTLAS 319
NTDB id 463 GPW51 RS08685 WP 012775331.1 MGPWKIKEIVNGESITYVPNEYFFKGTKPKTSSLKIDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYKDASNLNIVGQLES 315
consensus !!!*!!!!*! !!!*!*!*!! ** !*!! *!!*!!!!!!!!!!!!!!!*!! !!!! !!!!!*!!!!! **! ! !

logo SYEYI
LSFNFLGKYDEKADAGKKNVMDNEPDNAKMNDVKLRQAI

M
A
GYAI

LDTKTAGEKKSLYNSGLYHPAKTSL I I SFFGDI
LHDSELEGYSTYNP

NTDB id 177454 A4H00 RS08905 WP 067091601.1 SYEYLSFNLGKYDKDAKKNVMNPDAKMNDVKLRQAMGYALDTKTAGEKLYSGLYHPATSLIISFFGDLHDSELEGYTYNP 399
NTDB id 463 GPW51 RS08685 WP 012775331.1 SYEYISFNFGKYDEAAGKNVMDENAKMNDVKLRQAIAYAIDTKTAGKSLYNGLYHPAKSLIISFFGDIHDSELEGYSYNP 395
consensus !!!!*!!! !!!! ! !!!! * !!!!!!!!!!!**!!*!!!!!! !! !!!!!! !!!!!!!!!*!!!!!!!!*!!!

logo EKAKKLLDEAGYKDVDGDGIREDGKDNGKAPFKI STFLAARKRTEANEAL IVQQYI
Q
A
NWWKEVGLNVELYTGRTMVEGLKNSFYDNSTI

V
E
QAN

NTDB id 177454 A4H00 RS08905 WP 067091601.1 EKAKKLLDEAGYKDVDGDGIREDKNGKPFKISLAARKRTEANEALIQQYQNWWKEVGLNVELYTGRTMELNSFYDTIEAN 479
NTDB id 463 GPW51 RS08685 WP 012775331.1 EKAKKLLDEAGYKDVDGDGIREGKDGKAFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGKSFYNSVQAN 475
consensus !!!!!!!!!!!!!!!!!!!!!! ! !!*!!!* !!!!!!!!!!!!*!!! !!!!!!!!!!!!!!!!*! !!! ** !!

logo DAEANIDAMYALAGGWSTGYDPNPSTGLWGAPEIAAPFNMYSRFYVSDENTKLLEKAI SSAEESFDDEKKNLVDENYKAKWQEKNYAEHEKEQAFAIPLTFES
NTDB id 177454 A4H00 RS08905 WP 067091601.1 DENIDAYLAGWSTGYDPNPTGLWGAEAPFNYSRYVSDENTKLLKAISSEESFDEKKNLDNYKKWQENAEKEAFAIPLFES 559
NTDB id 463 GPW51 RS08685 WP 012775331.1 DAAIDMYAGGWSTGYDPNPSGLWGPIAAFNMSRFVSDENTKLLEAISSAESFDDKKNVENYKAWQKYAHEQAFAIPTFES 555
consensus ! !! ! *!!!!!!!!!!*!!!!* !*!! !!*!!!!!!!!! !!!! !!!!*!!!**!!! !! !* !!!!! !!!



logo EKI
L
I
TAVNKRVKSYFYDTKYGSASGKATGLAQFYENGKI

LELTADKQGVAVAEEK
NTDB id 177454 A4H00 RS08905 WP 067091601.1 EKLIAVNKRVKYFDTKYGSASKA..QFNKLELTADQGVAEK 598
NTDB id 463 GPW51 RS08685 WP 012775331.1 EKITAVNKRVKSYDTKYGSASGTGLAYEGIELTADKGVVAE 596
consensus !!* !!!!!!! *!!!!!!!! ** * *!!!!! !!

X non conserved

X similar

X ≥ 50% conserved


