
logo MGTEKTGFRYS I LASGSSGNSFYLETEPKQKKRI L IVDAGLSGKKI STQSLLMAE IDNRKRPVDEDLVDAI LVTHEHKSDHIHGI
VGVLARKYGLMD

NTDB id 177450 A4H00 RS07255 WP 067088673.1 MGKTGFRYSILASGSSGNSFYLETEKKKILVDAGLSGKKITSLLAEINRRPEDLDAILVTHEHSDHIHGIGVLARKYGMD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus ! !!!!!!!!!!!!!!!!!!!!!* !*!!*!!!!!!!!!* !*!!! !***!*!!!!!!!!! !!!!!*!!!!!!!!*!

logo

I
VYANAEATWQAMDEGKMI

LGKIADLVESQKHI FDELGKVTI
KTFGDI

LDI ESFGVSHDAACQPQFYRFLMKDGNKSFVI
MLTDTGYVSDRLMADGI

L
I
V

NTDB id 177450 A4H00 RS07255 WP 067088673.1 IYANEATWQAMEGKLGKIALEQKHIFELGVTKTFGDLDIESFGVSHDAACPQFYRFMKDNKSFVMLTDTGYVSDRLAGIV 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMDGMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLI 160
consensus *!!! !!!!!!*! *!!! * !!!!!*!! ! !!!!*!!!!!!!!!!!!*!!!!! !!! !!!!*!!!!!!!!!!*! **

logo ENADGYL I ESNHDI E I LRASGI
SYPSWNSLKQR I LSDKGHLCSNDEDGADEATMI

VRSTLGNKRTKKIYLGHLSKENNI
VKELAHMTMKVNAQL

NTDB id 177450 A4H00 RS07255 WP 067088673.1 ENADGYLIESNHDIEILRAGSYSWNLKQRILSDKGHLCNEDGADAMIRSLGNRTKKIYLGHLSKENNIKELAHMTMVNQL 240
NTDB id 383 SMU RS06875 WP 002262928.1 ENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNAL 240
consensus !!!!!!!!!!!!!!!!!! ! !*! !!!!!!!!!!!!*!*!!!* !*!*!!!*!!!!!!!!!!!!!!*!!!!!!!! ! !

logo

A
MQADLAGVDGHVDFKQI

VYDTSPDTALTPLATEKI
NTDB id 177450 A4H00 RS07255 WP 067088673.1 AQADLGVGVDFQVYDTSPDTATPLTEI 267
NTDB id 383 SMU RS06875 WP 002262928.1 MQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus !!!!*! *!! *!!!!!!!! !! !

X non conserved
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X ≥ 50% conserved


