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NTDB id 375 SMU RS06880 WP 002262929.1 TKTPEIVLTRRDEYDEFITLRIRFALNRRESGFISGLIAVLHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALD 234
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NTDB id 375 SMU RS06880 WP 002262929.1 DGALTESVAPSFIKVSLDETNRMMRMITDLLSLSRIDNQTSHLDVELTNFTAFMNYILDRFDQIQSQQSTNKVYEIIRDY 314
NTDB id 177449 A4H00 RS07250 WP 067088670.1 DGALTESVAPSFVKVSLDETNRMMRMISDLLSLSRIDNQVSLADVELINFTAFVTFILNRFDQMKNK.ETDKEYTIIRDY 314
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NTDB id 375 SMU RS06880 WP 002262929.1 PDKSVWIEIDTDKMTQVIDNILNNAIKYSPDGGKVTITMQTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQ 394
NTDB id 177449 A4H00 RS07250 WP 067088670.1 QITPIWIEIDTDKMTQVMDNILNNALKYSPDGGKITFSMKTTDTQLIVSISDEGLGIPKADLPRIFDRFYRVDKARSRAQ 394
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