
logo MKKSTTKLMF
LALAGVTLLSAVASTVLAACGSKQSSGSSKEAAKQTENLSFPATEVKTHQDGTAI

V
A
K
D
G
A
GQLKNYAI

WVSPATATASSTGLL IDELATDENATLT
NTDB id 177443 A4H00 RS05795 WP 067088109.1 MKKSTKMLALAGVTLLSVATLAACGSKSSSSKEAAKTNLSFPTEVTHDGTAIKGGQLNYAIVSPAAATGLLIDELADNAL 80
NTDB id 463 GPW51 RS08685 WP 012775331.1 MKKTTKLFALAGVTLLSASVLAACGSKQSG...AAKQELSFPAEVKQDGTAVADAQLKYAWVSPTTSSGLLIDELTENTT 77
consensus !!!*!!* !!!!!!!!! !!!!!!! ! ***!!! !!!! !! *!!!!* *!! !! !!! *!!!!!!! *!

logo DLSATFAGGMVDEI SMFGYDGENRKLDNDSGLAKAVDEFDVEKAGKKI
LTVSLTGKDYKWSDGEPSFTIDNDYI FTI EKKSMADSKDYETGI

VRFDDKS
NTDB id 177443 A4H00 RS05795 WP 067088109.1 DLAFAGMVDESMFGYDGNRKLNDSGLAKVDFDVEAKKLTVSLTGKDYKWSDGEPFTIDDYIFTIEKMADKDYEGVRFDDS 160
NTDB id 463 GPW51 RS08685 WP 012775331.1 DSTFGGMVDISMFGYDGERKLDDSGLAKAEFDVKGKKITVSLTGKDYKWSDGESFTINDYIFTIKSMASKDYTGIRFDDK 157
consensus ! !*!!!! !!!!!!! !!! !!!!!! *!!! *!!*!!!!!!!!!!!!!!!*!!! !!!!!! !! !!! !*!!!!

logo

F
Y
L
TNI EVGMDQEFVADGKADSDKI SG I EKKVDDYTAVEVLTVKEMNSPSMMQYAGGDTVPAHFYI

V
M
QPEKHIYKDIAPVAKDWAEKTSEYSRTAKLTVGLMG

NTDB id 177443 A4H00 RS05795 WP 067088109.1 YTNIVGMDEFVAGKADKISGIEKVDDYTAVLTVKEMNPSMQYAGGTVPHFVMPKHIYKDIAVKDWATSEYSRTAKTVGLG 240
NTDB id 463 GPW51 RS08685 WP 012775331.1 FLNIEGMQEFVDGKASDISGIKKVDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMG 237
consensus * !! !! !!! !!! !!!! !!!!!! !!!!!! !!! !!!! !!*** ! !!!!!!*! !! !!!!!!!! !!*!

logo

K
P
F
WKIKDE IVNGES ITYVPNEYFYFKGTKPKTVDSSTLKI

VDIVSPDTIVSEMKAGHNYDI
LAEMPEVDQFLDSYKDALKSNLNTI

LVGEQLVESSSY
NTDB id 177443 A4H00 RS05795 WP 067088109.1 KFKIKDIVNGESITYVPNEYYFKG.KPKVDTLKVDIVSPDTIVSEMKAGHYDLAEMPEDQFDSYKDLKNLTLVGEVSSSY 319
NTDB id 463 GPW51 RS08685 WP 012775331.1 PWKIKEIVNGESITYVPNEYFFKGTKPKTSSLKIDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYKDASNLNIVGQLESSY 317
consensus **!!!*!!!!!!!!!!!!!!*!!!*!!! *!!*!!!!!!!!!!!!!!!*!!*!!!! !! !!!!! !! *!! * !!!

logo EYI
LSFNFGKTYDEKAEAGKKNSVMPDNEPNAKMNDVKLRQAI

M
A
GYAI

LDTKTAGEKKSLYNGLYHPAKNSL IL I SFFGDI
LHDSELEGYSTYNPEK

NTDB id 177443 A4H00 RS05795 WP 067088109.1 EYLSFNFGTYDKEAKKSVPNPNAKMNDVKLRQAMGYALDTKTAGEKLYNGLYHPANSLLISFFGDLHDSELEGYTYNPEK 399
NTDB id 463 GPW51 RS08685 WP 012775331.1 EYISFNFGKYDEAAGKNVMDENAKMNDVKLRQAIAYAIDTKTAGKSLYNGLYHPAKSLIISFFGDIHDSELEGYSYNPEK 397
consensus !!*!!!!! !! ! ! !* *!!!!!!!!!!!!**!!*!!!!!! !!!!!!!!! !!*!!!!!!*!!!!!!!!*!!!!!

logo AKKQLLDEAGYKDVDGDGIREGKDGKAPFKI STFLAARKRTEATNEALVEQQYIAWWKEVGLNVELYTGRTI
VEGLKNSFYENMSVKQANDA

NTDB id 177443 A4H00 RS05795 WP 067088109.1 AKQLLDEAGYKDVDGDGIREGKDGKPFKISLAARKRTETNEALVEQYIAWWKEVGLNVELYTGRTIELNSFYEMVKANDA 479
NTDB id 463 GPW51 RS08685 WP 012775331.1 AKKLLDEAGYKDVDGDGIREGKDGKAFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGKSFYNSVQANDA 477
consensus !! !!!!!!!!!!!!!!!!!!!!!!*!!!* !!!!!!! !!!!! !!!!!!!!!!!!!!!!!!!!*! !!! ! !!!!

logo

A
NIDAMYALGGFWGSTGYDPLNPSGKLVWGP I

T
A
NAFNMSRFYVSDENTKLLEAI

M
A
SSAVESFDDEKKNLVENYKAKWQEKNYAFHEKEQAFAIPLTFESEKT

NTDB id 177443 A4H00 RS05795 WP 067088109.1 NIDAYLGGFGTGYDPLP.KVWGPTNAFNMSRYVSDENTKLLEAMASVESFDEKKNLENYKKWQENAFKEAFAIPLFESET 558
NTDB id 463 GPW51 RS08685 WP 012775331.1 AIDMYAGGWSTGYDPNPSGLWGPIAAFNMSRFVSDENTKLLEAISSAESFDDKKNVENYKAWQKYAHEQAFAIPTFESEK 557
consensus !! ! !!* !!!!! !* *!!! !!!!!!*!!!!!!!!!!!* ! !!!!*!!!*!!!! !! !* !!!!! !!!!



logo ITAVNKRVKSYYDTKYKYGSADSTGKTGLSALYEGQI ELTADKGI
V
A
V
A
E
E

NTDB id 177443 A4H00 RS05795 WP 067088109.1 ITAVNKRVKYYDTYKGSDTK..SALEQIELTADKGIAE. 594
NTDB id 463 GPW51 RS08685 WP 012775331.1 ITAVNKRVKSYDTKYGSASGTGLAYEGIELTADKGVVAE 596
consensus !!!!!!!!! !!! !! * ** ! ! !!!!!!!!* *

X non conserved

X similar

X ≥ 50% conserved


