
logo MKGAI LIATF ILFL I FGCVIVVVFHEFGHFYFFAKKRSGI LVREFAIGMGPKI FSAHI
TGAKDGTAVYTIR I LPLGGYVRMAGWGEDKTTE IKT

NTDB id 177440 A4H00 RS05675 WP 067088070.1 MKGILAFIFIFGVIVVVHEFGHFYFAKKSGILVREFAIGMGPKIFSHIGADGTAYTIRILPLGGYVRMAGWGEDKTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !!*!**!**!!*!!!!*!!!!!!*!!!*!!!!!!!!!!!!!!!!!*!*!*!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!

logo GTSPVASLTVLNGAKEDGVKVTRR INLSNDKRLQLVDDQTSALPMNVTFAYDFLEEDKLTITGLVLEGESTKTFYPEVDHDATI IVEEDGTEVLR IAPLKDVQY
NTDB id 177440 A4H00 RS05675 WP 067088070.1 GTPVSLTVNAEGVVTRINLSNKLLDDTSLPMNVTFYDFEEKLTITGLVLEESKTFPVDHDATIIEEDGTEVRIAPLDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!*!!!****!*!*!!!!!****!*!*!!!!!!*!!*!*!!!!!!!!!*!*!!**!!!!!!!*!!!!!!*!!!!*!!!!

logo QNASVIWGRL ITNFAGPMNNF I LGFVVLAVFVI LI FLFAFLVQGGVPQDGTTSSTNQLVITQVTAENGGAI
AQQVASGVLVKTGDQAI LVAINGKEDKVSTDYWDES ILAKRE

NTDB id 177440 A4H00 RS05675 WP 067088070.1 QNASVWGRLITNFAGPMNNFILGFVAFVLFFFLQGGVPDGTSNQVTVTEGGAIQQAGVVTGDQILAINGEKVSDYDEIAR 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!!*!!!!!!!!!!!!!!!!!!***!****!*!!!!*!***!***!**!!!*!**!**!!!*!*!!!**!!*!*!****
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NTDB id 177440 A4H00 RS05675 WP 067088070.1 AIAKASQDAKSAPTLTVEL.SHEGEKKTLDVTTKEQDGRYYLGISPILKTGFVDKVIGGFKETLSTSLLIVKALKNIISQ 319
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus !*****!*******!*!******!***!**!******!*!*!!*!!*!!!!**!!**!!!*********!***!!**!**
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MNI I EA IRRKPLKNQETI ESYITLAGV
NTDB id 177440 A4H00 RS05675 WP 067088070.1 FDLNKLGGPVAIYQISSQAADSGWGDVLRLLAMLSINLGIFNLIPIPALDGGKIVINIIEAIRRKPLKQETESYITLAGV 399
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus !*!!!!!!!!!**!*!*!!**!!****!*!**!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!*!!!!!!!!!

logo AVMVI
VLMIAVTWNDI LMRVAFF

NTDB id 177440 A4H00 RS05675 WP 067088070.1 AVMVILMIAVTWNDILRVFF 419
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
consensus !!!!*!!!!!!!!!!*!*!!
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