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NTDB id 177433 A4H00 RS03905 WP 067087518.1 ..MEELRYIAINDITPNPYQPRVHFDQEKLEELAQSIKENGLIQPLIVRKSAIIGYELLAGERRLRASQLAGLTSVPVVI 78
NTDB id 382 SMU RS09895 WP 011074697.1 MMTEQLKYLNTKDINPNPYQPRLQFKTKELEELAQSIKENGLIQPIIVRKSDIFGYDLVAGERRLKAAKLAGLNKIPVII 80
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NTDB id 177433 A4H00 RS03905 WP 067087518.1 KNLSDDELLYQAIIENLQRSDLNPIEEAKSYQRLIEKN.LTHDEIAQIMGKSRPYITNILRLLQLSDPLISAVEEGILSQ 157
NTDB id 382 SMU RS09895 WP 011074697.1 KKISDDDSMKQAIIENLQRSDLNPIEEAKAYQNLINRNHMTHDDIAKVIGKSRPYITNSIRLLNLPLHISQALEKGLISQ 160
consensus ! *!!!* * !!!!!!!!!!!!!!!!!!! !! !! *!**!!!*!! **!!!!!!!!! *!!!*!* * !*! !**!!
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NTDB id 177433 A4H00 RS03905 WP 067087518.1 GHARLLIPYSRK.EQEKWLTTILQKEMSVRSLEHALSKKKT.TAKKKENIFVKDIESTLSKVLGSGISIEQKKNGSGTLT 235
NTDB id 382 SMU RS09895 WP 011074697.1 GHARLLLSIEKQDLQDKWFQKILTEQLSVHQIERALKSQTKKEKKTSKDIFLAEKEKELSQSLGLPVVIHYNKKHQGQLK 240
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NTDB id 177433 A4H00 RS03905 WP 067087518.1 ISFKNTEELERIIHTITN 253
NTDB id 382 SMU RS09895 WP 011074697.1 ISFSSEEDFNRLMNKLN. 257
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X similar

X ≥ 50% conserved


