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NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSF.......SNNGKTTVSNVIYDTKSNTTKAVKNVKNTVV 73
NTDB id 177432 A4H00 RS03900 WP 067087516.1 ........MKKSLKFILLFLIGFAGGLAGNLVAPLIHPNKPAQPAVQTKKENEQTTVSNVQYNNENSTTSAVEKVQNAVV 72
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFST.....PHSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVV 74
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQ.....KSTEST.SNNNSTITQTAYKNENSTTQAVNKVKDAVV 73
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQ.....KSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVV 73
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQ.....KSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVV 73
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQ.....KSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVV 73
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQ.....KSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVV 73
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logo SVINTYQSEKASTNDNRENSQDSNYASFIYVNSFDSYGDINLSGSQEKNDANDAKSTGRSDENSTEGDEGNSDLQGTQRVIYASGSEGSGVIYRKKTDNGKDQDKFSYEAYLIVTNTNHVVIAKNDGAKESKI
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NTDB id 381 SMU RS09890 WP 002262650.1 SVINYQKTDNSYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSD 153
NTDB id 177432 A4H00 RS03900 WP 067087516.1 SVINYQATRENAFSSILG...DAARSGELTVAGEGSGVIYKKTDQFAYLVTNTHVIAGAEKIDIQLASGEKVEGELVGSD 149
NTDB id 425 SGO RS10525 WP 012131081.1 SVITYSESNSDAIFDN.....NNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTD 149
NTDB id 539 SM12261 RS09395 WP 000681587.1 SVITYSANRQNSVFGN.....DDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 256 KZH43 RS10270 WP 000681597.1 SVITYSANRQNSVFGN.....DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 215 SPD RS10945 WP 000681597.1 SVITYSANRQNSVFGN.....DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 181 SPR RS10425 WP 000681597.1 SVITYSANRQNSVFGN.....DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 145 SP RS11450 WP 000681597.1 SVITYSANRQNSVFGN.....DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
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NTDB id 381 SMU RS09890 WP 002262650.1 TYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAA 233
NTDB id 177432 A4H00 RS03900 WP 067087516.1 TYADIAVIKIAADKVTAVADFANSDKIKVGETAIAIGSPLGSIYANTVTQGIVSSLSRTVTSKAEDGQTISTNAIQTDTA 229
NTDB id 425 SGO RS10525 WP 012131081.1 TYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAA 229
NTDB id 539 SM12261 RS09395 WP 000681587.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTA 228
NTDB id 256 KZH43 RS10270 WP 000681597.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTA 228
NTDB id 215 SPD RS10945 WP 000681597.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTA 228
NTDB id 181 SPR RS10425 WP 000681597.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTA 228
NTDB id 145 SP RS11450 WP 000681597.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTA 228
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logo INPGNSGGAPLVINIKQGQVIG INTSSKITANSTTSANNSNSTGSGVTASVEGMLGFAIPSANDVAVI SNI INEQLEEKNGEKVVITRPALGI SQMAVNLNSESNAILVNSSTES
NTDB id 381 SMU RS09890 WP 002262650.1 INPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTS 313
NTDB id 177432 A4H00 RS03900 WP 067087516.1 INPGNSGGPLINIQGQVIGITSSKITSSA..NTGVSVEGMGFAIPANDAVNIINQLEENGKVIRPALGIQMVNLNNLSSE 307
NTDB id 425 SGO RS10525 WP 012131081.1 INPGNSGGPLVNIQGQVIGITSSKIANTN..NGSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSS 307
NTDB id 539 SM12261 RS09395 WP 000681587.1 INPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTS 304
NTDB id 256 KZH43 RS10270 WP 000681597.1 INPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS 304
NTDB id 215 SPD RS10945 WP 000681597.1 INPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS 304
NTDB id 181 SPR RS10425 WP 000681597.1 INPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS 304
NTDB id 145 SP RS11450 WP 000681597.1 INPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS 304
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NTDB id 381 SMU RS09890 WP 002262650.1 GRDTLKIP.SDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQ 392
NTDB id 177432 A4H00 RS03900 WP 067087516.1 QRKKAGLDNEKVRAGIVVVSTQKGLPADGQLEQYDVITKIDGDTVETISDLQSALYKHTVGDNISVTYYRAGKEKTIDIK 387
NTDB id 425 SGO RS10525 WP 012131081.1 SSDRLKLP.DNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIK 386
NTDB id 539 SM12261 RS09395 WP 000681587.1 DIRRLNIP.SNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
NTDB id 256 KZH43 RS10270 WP 000681597.1 DIRRLNIP.SNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
NTDB id 215 SPD RS10945 WP 000681597.1 DIRRLNIP.SNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
NTDB id 181 SPR RS10425 WP 000681597.1 DIRRLNIP.SNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
NTDB id 145 SP RS11450 WP 000681597.1 DIRRLNIP.SNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
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logo LDTNHKTSTSDEQGDLNSEHNSE
NTDB id 381 SMU RS09890 WP 002262650.1 LTKTSQDLNH. 402
NTDB id 177432 A4H00 RS03900 WP 067087516.1 LTHSTEDLSN. 397
NTDB id 425 SGO RS10525 WP 012131081.1 LTKSTDDLSSE 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 LDKSSGDLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 LNKSSGDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 LNKSSGDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 LNKSSGDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 LNKSSGDLES. 393
consensus ! ****!!**

X non conserved

X similar

X ≥ 50% conserved


