
logo

MA
M
A
M
S

A
G
R
M
G
S
L
VNKVI ILVIGRNLGKNQRDPDEMVRSTYSMQPSNGADGEKAI

V
V
A
C
S
T
N
I
L
F
T
S
I
L
VATSDESTWRNDKRMASNTGQEQRKRVEKVRTEWHNRVIVTFILMF

Y
G
N
R
ER
K
Q
LADE I

VAEGERQFYLKRKGRGSQKLVY
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NTDB id 177234 A4R89 RS04400 WP 070324019.1 .MAGSVNKVILVGNLGKDPEVRSSQSGAKIVSFSLATSDTWNDRASGERRERTEWHRVVIFNERLADVAERFLRKGRKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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