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NTDB id 176846 A4W93 RS24255 WP 085753057.1 MFSFFKKKSPPSDAPPAAAPAVDTGEEKRSWVD....RLRSGI........GLGDTPVEATPAPAPAPAAPVIPAPAPAP 68
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 176846 A4W93 RS24255 WP 085753057.1 VVAAPVPVQA.PAPVPVPAPVPAEPPVSAEAVAERRTWLDKLRTGLRKT....GSSITQVFTGTQIDDALYEDLEAALLM 143
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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NTDB id 176846 A4W93 RS24255 WP 085753057.1 ADAGVKATEFLLKDLKWRVKEAKATDPAAVKGLLADAITDLLAPLEKPLEIGEA.TPTVMMVVGVNGAGKTTSIGKLTRH 222
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 176846 A4W93 RS24255 WP 085753057.1 LADGGQKVLLAAADTFRAAAREQLAVWADRADKPGAPAVAVEIVSQESGDPSSVSFDAVVAGKSRGCDVVIADTAGRLPT 302
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNN........VTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPT 312
consensus ! !!!!!*!!!!!!!!!!! !* ! ********! **!! *!!* !*!!!! !*! !!*!*!*!!!!!!!!!

logo QLHLMEE I
LKKI

VKRVI
L
G
QKAI

Q
D
PGAPHE I

V
I
L
L
VVLVDAGNI

TGQNALVNQQVKAFDDALGQLTGL I IVTKLDGTAKGGI
VLAAI

LARSDERPVPVRY
NTDB id 176846 A4W93 RS24255 WP 085753057.1 QLHLMEELKKIKRVIGKAQDGAPHEVLLVVDGNTGQNALQQVKAFDDALQLTGLIITKLDGTAKGGVLAAIARERPVPVY 382
NTDB id 1118 NGFG RS11455 WP 003696286.1 QLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVR 392
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NTDB id 176846 A4W93 RS24255 WP 085753057.1 FVGVGEKLEDLQTFSAREFAQAVLS 407
NTDB id 1118 NGFG RS11455 WP 003696286.1 YIGVGEGIDDLRPFDARAFVDALLD 417
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