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NTDB id 176720 AMD27 RS14440 WP 067661789.1 MTNITELSQAIYRVRVAVPVHLYDCFDYQVSAEEYSQIKMGSRVAVSFGRQNVVGIVTEKLSAESPIDPRFKLKNITELL 80
NTDB id 1072 ABD1 RS01805 WP 000156662.1 MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKAISDLL 80
consensus !! * * *!!!!!!!!!!!!!*!!! ** ! **!!!!!*!!!!!!**!!*!!!* * * * ! !! !**!!
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NTDB id 176720 AMD27 RS14440 WP 067661789.1 DDQPLINDTVLKLATWSAQYYQFPIGEVMHITLPTLLRQGKPYNLLARTWKVLDLDA.EPRVKRSLKQLEAYKILKLHPQ 159
NTDB id 1072 ABD1 RS01805 WP 000156662.1 DEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQDAYQILKLHPA 160
consensus !*!!** * !! ! !!!!!!!!!!!!!!!* !! !!!!!!! *! * !!* **! *!* *!!! !! *!! !!!!!!
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NTDB id 176720 AMD27 RS14440 WP 067661789.1 GTLETILNLSGVETATLKAIEKKGLIQCQLEAQNFEPEPVQLAQMPLTANDEQKKAIQRILKDQKNYHAFLLDGLTGSGK 239
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGLTGSGK 240
consensus !! ! !!!!!!!!!!!!!!* !!!!* ! !!** ! ! !!!!!!!!!! !**!!!! ! ** !**!*!!!!!!!!!!!!

logo TEVYLHQI
VMHEVLKQGKQVLVLVPE IGLTPQTI SRFKQSRFHNCDNIAVLLMHSGLNDASKRLQAWQQYAQTGKAS I I LGTRSAIYTP

NTDB id 176720 AMD27 RS14440 WP 067661789.1 TEVYLQVMHEVLKQGKQVLVLVPEIGLTPQTISRFQSRFHCNIVLMHSGLNDAKRLQAWQYAQTGKASIILGTRSAIYTP 319
NTDB id 1072 ABD1 RS01805 WP 000156662.1 TEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIYTP 320
consensus !!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*! ! !*!!!!!! !!!!!!! !!!!!!!!!!!!!!!!!!!

logo

L
MPNRLGL I I LDEEHDLSFYKQQEGFRYHARDVALMYRAGFHLEQGKCP I

V
I
LLGSATPS IDSFYHLAVEQTGKLTARLMEQLNHQRAGGHALSLMPKI

MH
NTDB id 176720 AMD27 RS14440 WP 067661789.1 MPNLGLIILDEEHDLSFKQQEGFRYHARDVAMYRAFLEKCPIILGSATPSIDSFHLAEQGKLTRMELNHRAGGASMPKIH 399
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKMH 400
consensus *! !!!!!!!!!!!!!*!!!!!!!!!!!!!!*!!**! !!**!!!!!!!!!!*!! ! !!!! * !!*!!!*! *!!*!

logo L IDLKIAVKKQHGI SEQAPL I EKEQI
V
K
Q
N
T
R
TLADNRKEQVL I FLNRRGYAPVL IVCESCAGWQANCPHCDAHFTLHKTKQPYESHYLHCHHCGTI

V

NTDB id 176720 AMD27 RS14440 WP 067661789.1 LIDLKIAKKQHGISEALIKEVQTRLDNKEQVLIFLNRRGYAPVLICESCAWQANCPHCDAHFTLHKKPYEHLHCHHCGTI 479
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGTV 480
consensus !!!!!! !!!!!!! *!! * ! !!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!! !! *!!!!!!!!*
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NRLPDAHCPEQCHQQKNSTLKPTI

LGAMGTAKVEEHSLNQELFPDEHDKI
V IRVDRDSTSRVGSWQKIYDQRIHQKQNSEKPMS I LLGTQMLAKGHHFP

NTDB id 176720 AMD27 RS14440 WP 067661789.1 NRLPDACPQCHQNTLKPIGMGTAKVEESLNELFPEHKIIRVDRDSTSRVGSWQKIYDQIHKSEPMILLGTQMLAKGHHFP 559
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP 560
consensus *!!!!*!! !*! *!!**! !!!!!!!*!*!!!!*! *!!!!!!!!!!!!!!!!!!! !* ! !!!!!!!!!!!!!!!
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YVTLVAI LDIDASGLLSVDFIRAPTERTAQL I IVQVAGRAGRGEHKKGEHVYLQTLRPDHPLLNTTL I EQKDYRAFVAKEQTLAKDERKQMVAL

NTDB id 176720 AMD27 RS14440 WP 067661789.1 YVTLVAILDIDSGLLSVDFRATERTAQLIIQVAGRAGRGEKKGEVYLQTLRPDHPLLNTLIQKDYRAFAKETLKDRQMAL 639
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVAL 640
consensus *!!!!!!!!!! !!!!!! !!*!!!!!!!*!!!!!!!!!!*!!*!!!!!!!!!!!!! !!! !!!!! !! !! *! *!!

logo LPPCYRYAVL ILRACESKDNQRDEDYNTLQHKFLNTEAMATELQLRQHIAGDI
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LLSALDERAKRLHFYLREQWWAQQ
NTDB id 176720 AMD27 RS14440 WP 067661789.1 LPPCRYAVLLRCESKNQEDNQKFLTEMTELLRQHAGDLIDIWGPIPAPMERKAGRYQAHVVLLSLERAKLHFYLREWWQQ 719
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWAQ 720
consensus !!!*!!!!!*!*!!! * *!! ! ! !!!*!!!**!!!!!!!!!!!!!!!!! !!*!*!! *!!*!!!!!! !! !
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NTDB id 176720 AMD27 RS14440 WP 067661789.1 VLHYK.PSGMKLTIDVDPQELS 740
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LVHAPRQHQLRLSIDVDPQEFS 742
consensus **! **** **!*!!!!!!! !
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