
logo ML
FKI

FLKNEPMCQSYSLVFQHLLFSPCQLLCGE IDGHTARQESKHYSLCAKDECWNEQLPWLKAQRTIVQRHNEDRQS IVQL IVALCHYDAFYP IDNR I IQKQYFKYEQDKLHYQ
NTDB id 176719 AMD27 RS14150 WP 067661680.1 MLKILKEMCQSSVQHLFPCQLCGIDHAQSHSLCADCWNQLPWLKARIVRHERSIQIALHYDFPIDRIIQKYKYEQDLHYQ 80
NTDB id 1042 H0N27 RS01930 WP 000472273.1 MFKFLNP..QYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQ 78
NTDB id 1071 ABD1 RS15375 WP 000472269.1 MFKFLNP..QYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQ 78
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logo TLLAQESVLLQTQLRKFSPKVQAIVPMP I SNKEQRLATERGYFNQMSL IL ILAKNLVLGSKQLGKIPVWQPVI
QRALANQEHSQKGLSRVLERMFAETNI ETQQFQV

NTDB id 176719 AMD27 RS14150 WP 067661680.1 TLLAQSLLTLRFSKVQAIVPMPISNERLAERGYNQMLIIAKLVSKQLGIPVWQPVIRAAQHSQKGLSRVERMATIETQFQ 160
NTDB id 1042 H0N27 RS01930 WP 000472273.1 TLLAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLSKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFV 158
NTDB id 1071 ABD1 RS15375 WP 000472269.1 TLLAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFV 158
consensus !!!!**!**!*!*!!!!!!!!!!!**!!*!!!*!!*!**!*!**!!!*!!!!!!!*!***!!!!!!!!*!!***!!*!!*
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LAAAESQSTSY
NTDB id 176719 AMD27 RS14150 WP 067661680.1 IIRAERRKFKKVLMIDDVVTTGSSMHALAQALEKLGCQQIEMACIAAAEQ... 210
NTDB id 1042 H0N27 RS01930 WP 000472273.1 ALTQEKRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
NTDB id 1071 ABD1 RS15375 WP 000472269.1 ALTQENRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
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