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TVTKKDPEKGAAVKVRTQMLAAEYIKRTSGDLDASAKRSALDQALAKSAVNDPSRKDASSTANMM
NTDB id 176716 AMD27 RS13460 WP 067661437.1 MYKKSVAVMALC...LSALVLQGCQSTDSGTIVKKDPEKAAKVRTQMAAEYIRTGDLDAAKRALDQALAADSKDSTANMM 77
NTDB id 1051 ABD1 RS02465 WP 004738086.1 MS.TPKLKIMLCMGVAVALLASGCQTS...QTVKKDPEKAVKVRTQLAAEYIRSGDLDSAKRSLDQALSVDSRDATANMM 76
NTDB id 1017 ACIAD RS02540 WP 011182074.1 MSKWTINKTLGCAAIVGAFILSGCQTV...PT.TKDPEKGVKVRTQLAAEYIKSGDLDSAKRALDQALKVNPKDSSANMM 76
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NTDB id 176716 AMD27 RS13460 WP 067661437.1 MGVLLQQEGSQISLDQADRYFSRAISLDPKNAQARNNYGTYLYQAKRYNDAIQQFSIAGATLGYEQRFRALENLGRIYLI 157
NTDB id 1051 ABD1 RS02465 WP 004738086.1 MGILLQQEGSKPNLEKAEHYFKRAISSEPDNAQARNNYGTYLYQMERYNDAIEQFRIAGATLGYDQRYQALENLGRIYLK 156
NTDB id 1017 ACIAD RS02540 WP 011182074.1 MGVLLQQEGSRPNLEKADAYFERAVQLDPENAQAHNNYGTYLYQMKRYHDAIQQLTLAGSSLGYDQRYRALENIGRIYLH 156
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logo

Q
LGGDI

VASNAEKMSTFSKQALLQVANREDSSTYVI SMI
LELAE IYFYLQQNQRHIVPAARTGQLMYQESQFYVGRNTVGQKNQGARALWIG I

LR I
VARANGADKNRTMGVMHQV

NTDB id 176716 AMD27 RS13460 WP 067661437.1 QGDVANAEKSFKQALQVNRESTISMIELAEIFYLQQNHVAARQLYQSFVGNVGQKNQGARALWIGLRIARANGDNMGMHV 237
NTDB id 1051 ABD1 RS02465 WP 004738086.1 LGDIASAEKTFKQALLANRDSYISMLELAEIFYLQQQIPAATQMYEQYVRTVGQKNQGARALWIGLRVARANADKMGMQV 236
NTDB id 1017 ACIAD RS02540 WP 011182074.1 LGGVANAEKMFSQALQANRDSSVSMLELAEIYYLQQRIPAATGMYEQYVRTVGQKNQGARALWIGIRVARANADRTGVQV 236
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NTDB id 176716 AMD27 RS13460 WP 067661437.1 LVNQLRALFPNSQEYQRYLQLQYNTEAVWK 267
NTDB id 1051 ABD1 RS02465 WP 004738086.1 LVNQLRALFPESPEYQRYLQLQYSTEAVWK 266
NTDB id 1017 ACIAD RS02540 WP 011182074.1 LVNQLRIFYPDSSEYQRYLKLQYSTEAVWK 266
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