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NTDB id 1064 ABD1 RS15725 WP 001046490.1 .....MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTT 75
NTDB id 176702 AMD27 RS01655 WP 081405900.1 MKSMRNKNWTKRISQQGFTLIELMIVIVIVAILAAIAIPSYQSYARRAIAGQAQQEIQKLAEQLERHKGKNFSYLGFEPS 80
NTDB id 1006 ACIAD RS15005 WP 004923843.1 ..........MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDAT 70
consensus * * *!!!!!!!!!*!*!!*!!*!*!!!!!!!*! !!* ** !**!**!!!!!!!*****!!*!*!!* *
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 SITLP.........................RGGYTIQITDDTTTGNLLTNTAANGQTWVIKATTTDSRNFNFIAKNSGLR 130
NTDB id 176702 AMD27 RS01655 WP 081405900.1 YLYKDNSDNIIG.YSTTNAQLNLPLESTGAAVKYIISIRDGINNTKLLTDTTALGQRWVIKAESRDPKNFTFLMTSTGVQ 159
NTDB id 1006 ACIAD RS15005 WP 004923843.1 YLYQDKSGQTLAKFDSTKQIVQLPLDTS..NTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFS 148
consensus *** * * * ** * ** ******** *!** * ! *** !!! * !*!! !*!!! * ! *!********!*
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 CQSLTATAVDNDCGGTVTCNVCETNSEN.WQ 160
NTDB id 176702 AMD27 RS01655 WP 081405900.1 CKNTTQANVSY........TGCGTGGENTW. 181
NTDB id 1006 ACIAD RS15005 WP 004923843.1 CKNKTWANISS........SSCGTGSES.W. 169
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