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NTDB id 176692 AMD27 RS00715 WP 067654995.1 MKKLFNSMALLHATGLKKQCLALAICLSAGLMSTQF.IHASPNLNPPALKASAPHVYVVKKGDTLWDISGKFLSSPWRWK 79
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHATSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRWP 80
consensus !!!*!! ! !! !*!!**!!!!*! ** * *** !!!*!!! !! !!*!!!!!*!!!!!!!!!*!! !!!!*

logo E IWASNQRHVKNPHWIYPGDRLLLCSTLDGRPL IVGKRDEGDGCEVGI
V IRRHYRTGGQTTHSLQPQI

VRVEASLNNSTI
VP I

V IPLAEHIKQQWLDE
NTDB id 176692 AMD27 RS00715 WP 067654995.1 EIWASNRHVKNPHWIYPGDRLLLCTLDGRPLIGRDEGDGCEGVIRRHRGG.TSLQPQIRVESLNNTIPIIPLAHIQQWLD 158
NTDB id 1053 ABD1 RS00870 WP 000755276.1 EIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWLE 160
consensus !!!!!! !!!!!!!!!!!!!!!!!*!!!!!!*!*!!!!!! !*!!!* ! *!*!!!!*!!! !!!**!*!!! !! !!!*
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LAGKGQTI
VYARGNQGL IVNTGQRYAGVFYREGTEPYMYAFTVDANKGKKHYSVLTAGI ELLEQVASAGTVAVAS

NTDB id 176692 AMD27 RS00715 WP 067654995.1 HGLIISPESLKFTPYILGTADNRVIAGKGQTVYARGNGLVTGQRYGVFRETEPYMAVDAKGKKYVTAIELLEVASATAVA 238
NTDB id 1053 ABD1 RS00870 WP 000755276.1 NSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAVS 240
consensus * !****!* !!!!*!!!!*!!*!!!!!!*!!!!*!!* !!!!*!*!! !!! ! !!!!* *!!!! !!!* !!
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LDRGMTATHQGAIKQTVGHQ
NTDB id 176692 AMD27 RS00715 WP 067654995.1 HENDVTTLELTDSYNAEVRRGDYVLPKYDANLPSLFYPTATADIVADGSVIRVMGSIGTAAQRSVVTIDRGMAHGAKTGH 318
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVGQ 320
consensus *! !*!!!!!!!!!!!!!!!!! !*! ! !!*!!!! * ! *!!!!!!!! !! !!!!*!!! *! !*

logo VFLDS ITYQQGESVI
VRDPKTKESVIQLPGNQQRIGNSLMI

VFKRTFDQLSYAYVLDESDSLP I
VKVGASHS ILQASPQSFMNTDQ

NTDB id 176692 AMD27 RS00715 WP 067654995.1 VLSIYQQGEVVRDPKTKESIQLPNQRIGNLMIFKTFDQLSYAYVLDSSLPVKVGAHLQAPSMTDQ 383
NTDB id 1053 ABD1 RS00870 WP 000755276.1 VFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND. 384
consensus ! ! !!!! *!!!!!!! !!!! ! !! !!*!*!!!!!!!!!!!*! !!*!!! **! ! !*
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