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NTDB id 1079 FDQ49 RS11140 WP 022575996.1 ..........MNAQKGFTLIELMIVVAIIGILAAIAIPAYQNYIAKSQASEAFTLADGLKTTINTNLQ......AGTCFA 64
NTDB id 1383 A4U84 RS08530 WP 005711781.1 ...MKKIRLIRPLAKAFTLIELMIVIAIIAILATIAIPSYTSYTQKAALSELLSASASYKSDVEICIYNVGDKKISECSS 77
NTDB id 176336 A4G13 RS10285 WP 011199546.1 MKNYRTLSQYPAIRKGFTLIELMIVIAIIAILATIAIPSYQNYTKRAAISELLQAGAPYKADVELCIYEKGGE..KDCSS 78
NTDB id 1365 NTHI RS01955 WP 011271973.1 ....MKLTTQQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNET..TNCTG 74
NTDB id 1354 HI 0299 AAC21963.1 ....MKLTTLQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNET..TSCTG 74
consensus *** **!*!!!!!!!!!*!!!*!!!*!!!!*!**!******!!********!******** * * !**
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NTDB id 1079 FDQ49 RS11140 WP 022575996.1 GGATAVTAA..DKVSGKYGD........AEIGGTAPNCTITYTFKSSGVSNKLTSTKIVMNVSETGILTKNSGTDTPVEL 134
NTDB id 1383 A4U84 RS08530 WP 005711781.1 G.KNGVRADKSDVPDAKYLKSISVASGVITVAGKGNIDGYGYTMTP.KF.............ANNNITWATSCQGADISL 142
NTDB id 176336 A4G13 RS10285 WP 011199546.1 G.ANGIAEPAK..TKGKYVDAVTVSSGTISVTGKGSLSGVSYSTKATGN.............ASEGISWTTTCTPK..DI 140
NTDB id 1365 NTHI RS01955 WP 011271973.1 G.KNGIAADIT..TAKGYVKSVTTSNGAITVKGDGTLANMEYILQATGN.............AATGVTWTTTCKGTDASL 138
NTDB id 1354 HI 0299 AAC21963.1 G.KNGIAADIK..TAKGYVASVITQSGGITVKGNGTLANMEYILQAKGN.............AAAGVTWTTTCKGTDASL 138
consensus ! ******* * **!* *** ** *** ! *** * !** **** * ******** *** **
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NTDB id 1079 FDQ49 RS11140 WP 022575996.1 LPQSFVAS.... 142
NTDB id 1383 A4U84 RS08530 WP 005711781.1 FPANFCGQKATP 154
NTDB id 176336 A4G13 RS10285 WP 011199546.1 FPAGFCDNKE.. 150
NTDB id 1365 NTHI RS01955 WP 011271973.1 FPANFCGSVTQ. 149
NTDB id 1354 HI 0299 AAC21963.1 FPANFCGSVTK. 149
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