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NTDB id 1014 ACIAD RS13855 WP 004924483.1 MSIRHF..FTFFWATLL..TLFSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHS....LSKPTQQSGTGVKVNINS 72
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLLA....NAEET.................A.............PAAQVEEGIVITVNINT 46
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLLA....NAEET.................A.............PAAQVEEGIVITVNINT 46
NTDB id 176319 A4G13 RS06075 WP 041639938.1 ...MKLSVRKFLLSCLAAGSLLSAGTAFAADK.................VPASAETQAIKT.SETAKPADNIGNTVNINT 59
NTDB id 1362 HI 1008 AAC22669.1 ..MKTL..FTSV...VLCGALV.VSSSFAEEK.................ATXQTAQSVVTTQAEAQVAPAVVSDKLNINT 55
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ..MKKLSRYTFS...LLFG.LF.SATTFAEEK.................VTTSTEHTPVVMQQ.VAATQKVNANVVNINT 55
consensus ** ** * !* *!** * * *!!!*
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NTDB id 1014 ACIAD RS13855 WP 004924483.1 ATAKELQQ.LHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI. 128
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 176319 A4G13 RS06075 WP 041639938.1 ATAEEIKQTLIGIGAKKAEAIIQYREKHGNFTNVEQLLEIQGIGEATLDKNKDRIKL. 116
NTDB id 1362 HI 1008 AAC22669.1 ATASEIQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ATASEIQDKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
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