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NTDB id 1366 NTHI RS01950 WP 011271972.1 .........................................MTSYAL....LHTQRVTAQNG........EIFTISPDLW 27
NTDB id 1355 HI 0298 AAC21962.1 .........................................MTSYAL....LHTQRVTAKNG........EVFTISPDLW 27
NTDB id 176301 A4G16 RS05270 WP 165889002.1 ..........................................MEYV.........VTDLNSQ........VLFEISAEQW 21
NTDB id 1384 A4U84 RS08525 WP 010787006.1 .........................................MSQYT.........ICEQQTE........RIFDISPSRW 22
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ........MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSRYDYANL 72
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ........MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQYEYASL 72
NTDB id 1293 VP RS12240 WP 005479695.1 ........MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQYEYASL 72
NTDB id 1251 GCO85 RS07725 WP 011946523.1 MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINCIDVGTI 80
NTDB id 1018 ACIAD RS01685 WP 004920473.1 MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGVFDPALF 80
NTDB id 1058 ABD1 RS01615 WP 001274986.1 MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDVYDTSQI 80
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NTDB id 1366 NTHI RS01950 WP 011271972.1 ERNQQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETIAFITGKPVEPILLESSQLKELLQQLTPHQMQVE.....E 102
NTDB id 1355 HI 0298 AAC21962.1 ERNQQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETIAFITGKPVEPILLESSQLKELLQQLTPNQMQVE.....E 102
NTDB id 176301 A4G16 RS05270 WP 165889002.1 QKNCNDKQILLRYLAVPLQEDENILWLAIDDMQNLSACEIFAFIAHKQIEPVLISSDELKFLLNALSPEQNIQHREMYEG 101
NTDB id 1384 A4U84 RS08525 WP 010787006.1 QKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFMTHKQIEPVVIASDELKYLLNALSPEQQ....PIYEE 98
NTDB id 1168 A1552VC RS11070 WP 000957200.1 CQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATGLQVELALADHRALQAAIRRLYGRSIQGAANQGKE 152
NTDB id 1401 DSB67 RS12665 WP 010643259.1 CQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATGLQVELVLADFRELTAAIRRLYGRSLGQEKSGLKE 152
NTDB id 1293 VP RS12240 WP 005479695.1 CQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATGLQVELVLADFRELSTAIRRLYGRSLSHEKSGLKE 152
NTDB id 1251 GCO85 RS07725 WP 011946523.1 PVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTGLNTHAIVVETDKLSALIDNLLTAKESQGLSEYVE 160
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSKLKVEPIIVEHDKLERLLSEHFVEETHFNFDTE.. 158
NTDB id 1058 ABD1 RS01615 WP 001274986.1 PKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSKLLVEPVIVEHHKLEKVLGQHFAEESSFDFNDE.. 158
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NTDB id 1366 NTHI RS01950 WP 011271972.1 QVK............FYQHQETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLISKIF 170
NTDB id 1355 HI 0298 AAC21962.1 QVK............FYQHQETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLISKIF 170
NTDB id 176301 A4G16 RS05270 WP 165889002.1 KAE............YYSLN.ENEQHDIHDPIIQILDALFKFCLRKNASDIHLEPQKEKLRVRLRIDGVLHLYKTFSQSL 168
NTDB id 1384 A4U84 RS08525 WP 010787006.1 SEL............AFVEQ.EQEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLSIQL 165
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ISQD..ELANLVKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQPASHL 230
NTDB id 1401 DSB67 RS12665 WP 010643259.1 INQD..ELAGLVDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQPPSHL 230
NTDB id 1293 VP RS12240 WP 005479695.1 INQE..ELASLVDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQPPNHL 230
NTDB id 1251 GCO85 RS07725 WP 011946523.1 DSGDLEGLEISAD.DEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATPPASL 239
NTDB id 1018 ACIAD RS01685 WP 004920473.1 .ELD...LDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATPPLQL 234
NTDB id 1058 ABD1 RS01615 WP 001274986.1 .EFD...LDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANPPLQL 234
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NTDB id 1366 NTHI RS01950 WP 011271972.1 ANRIISRLKLLAKLDISENRLPQDGRFQFKTTFSDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFAELGMTENQQQAFQ 250
NTDB id 1355 HI 0298 AAC21962.1 ANRIISRLKLLAKLDISENRLPQDGRFQFKTTFSDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFSELGMTENQQQAFQ 250
NTDB id 176301 A4G16 RS05270 WP 165889002.1 SSRIISRIKLLAKLDISESRLPQDGQFHFKTQLAETLDFRVSTLPTHWGEKIVLRLQKNKPTHFDFLDLGFSESQKNTLL 248
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ASRLISRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQTTLL 245
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SRRLAARIKILSKLDIAERRLPQDGRIKLRLSRDTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYL 310
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SRRLSARIKILSKLDIAERRLPQDGRIKLKLNQDTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYL 310
NTDB id 1293 VP RS12240 WP 005479695.1 SRRLSARIKILSKLDIAERRLPQDGRIKLKLNQDTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYL 310
NTDB id 1251 GCO85 RS07725 WP 011946523.1 SSRITARIKVMSNLDISERRIPQDGGFKMKISKSRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFL 319
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ATRLASRLKVMSQMDISEKRVPQDGRIKLKMSKSKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFM 314
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ANRLASRLKVMSQMDISEKRVPQDGRIKLKLSKSKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFM 314
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NTDB id 1366 NTHI RS01950 WP 011271972.1 RSLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFSRLLRAFLRQDPDII 330
NTDB id 1355 HI 0298 AAC21962.1 RVLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFNRLLRTFLRQDPDII 330
NTDB id 176301 A4G16 RS05270 WP 165889002.1 NALQQPQGLILVTGPTGSGKSITLYSALRYLNSNEKHILTAEDPIEIEIEGVIQTQVNRGIELDFSQLLRTFLRQDPDVI 328
NTDB id 1384 A4U84 RS08525 WP 010787006.1 NALKQPQGLILVTGPTGSGKSITLYSALNYLNQMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDII 325
NTDB id 1168 A1552VC RS11070 WP 000957200.1 NALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVV 390
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVV 390
NTDB id 1293 VP RS12240 WP 005479695.1 EALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVV 390
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDII 399
NTDB id 1018 ACIAD RS01685 WP 004920473.1 EALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDII 394
NTDB id 1058 ABD1 RS01615 WP 001274986.1 EALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDII 394
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NTDB id 1366 NTHI RS01950 WP 011271972.1 MLGEIRDEESARIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQHEIENSLLLVIAQRLVRKICPKCGGNL...... 404
NTDB id 1355 HI 0298 AAC21962.1 MLGEIRDEESAMIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQYEIKNSLLLVIAQRLVRKLCSKCGGNL...... 404
NTDB id 176301 A4G16 RS05270 WP 165889002.1 MLGEIRDEESAEIALRAAQTGHLVLSTLHTNDAPSAFERLLQLGIKEYELKNSLLLVVAQRLLRRLCVKCCGAG...... 402
NTDB id 1384 A4U84 RS08525 WP 010787006.1 MLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGVG...... 399
NTDB id 1168 A1552VC RS11070 WP 000957200.1 MVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAVRPS.AL 469
NTDB id 1401 DSB67 RS12665 WP 010643259.1 MVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQEPN.SQ 469
NTDB id 1293 VP RS12240 WP 005479695.1 MVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQEHT.VQ 469
NTDB id 1251 GCO85 RS07725 WP 011946523.1 MVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDFTNQ 479
NTDB id 1018 ACIAD RS01685 WP 004920473.1 MVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRPI.QVPER 473
NTDB id 1058 ABD1 RS01615 WP 001274986.1 MVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIPA.DIPKQ 473
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NTDB id 1366 NTHI RS01950 WP 011271972.1 ......................INSCDCHQGYRGRIGVYQFLHWQQN............GY.....QTDFENLRESGLEK 445
NTDB id 1355 HI 0298 AAC21962.1 ......................ANSCDCHQGYRGRIGVYQFLHWQQN............DY.....QTDFKNLRASGLEK 445
NTDB id 176301 A4G16 RS05270 WP 165889002.1 ........................CEHCYQGYKGRIGVYQLFSRTAK............NFEKMTACLDFESLQESAKEK 446
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ........................CDECYQGYRGRIGVYQCLSRTAK............KFDKQTAYLDFSSLRESAKQK 443
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LQSQFAFQPNEI....LYEANAAGCNECTGGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQTLQESGLEK 545
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LQH.IGIANTEQ....IFQANPDGCNECTHGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIANGMQTLQMSGIEK 544
NTDB id 1293 VP RS12240 WP 005479695.1 LQH.LGIQTTDN....IFRANPDGCNECTHGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGMSTLQMSGIEK 544
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GLIELGFKEADLV..NLKLYKAVGCEQCTSGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQSEGMLTIFQSGIEK 557
NTDB id 1018 ACIAD RS01685 WP 004920473.1 SLLEMGFTPEDLAQPEFQIFEPVGCHDCREGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETLGFNNLRRSGLKK 553
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SLLEMGFTEQDLAHPDFRVFQPVGCLECREGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKLGFNNLRRSGLKK 553
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NTDB id 1366 NTHI RS01950 WP 011271972.1 VSQGITDEKEIERVLGKNS 464
NTDB id 1355 HI 0298 AAC21962.1 VSQGITDEKEIERVLGKNL 464
NTDB id 176301 A4G16 RS05270 WP 165889002.1 LAAGKTNQAEILRVLGNA. 464
NTDB id 1384 A4U84 RS08525 WP 010787006.1 IEQQLTNETEVDRVLGYE. 461
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LREGITSFAELQRVLYF.. 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LKQGITSFRELQRVLYF.. 561
NTDB id 1293 VP RS12240 WP 005479695.1 LKQGITSFSELQRVLYF.. 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VKEGITTIEEVNRVTVD.. 574
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VMQGVTSLQEINRVTSE.. 570
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VMQGVTSLQEVNRVTSE.. 570
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