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NTDB id 1186 GTF74 RS01320 WP 000788426.1 NASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSS.SGASTVAFKKAVLSLKV 466
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NTDB id 1347 HI 0435 AAC22094.1 PAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEV 325
NTDB id 1373 NTHI RS02645 WP 011272046.1 PAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEV 325
NTDB id 176290 A4G17 RS09945 WP 123955744.1 NSASAVLQIASIN.GRVLDLELSALEQENNVEIIASPRLLTTNKKSASIQQGTEIPYTIYNKKSETFDFEFKDAVLGLDV 306
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 TPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGA 546
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NTDB id 1347 HI 0435 AAC22094.1 TPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKR 405
NTDB id 1373 NTHI RS02645 WP 011272046.1 TPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKR 405
NTDB id 176290 A4G17 RS09945 WP 123955744.1 TPQISADNQILLDLIVTQNSPNGQN..GVSGLTTIDKQELRTQVFAKHGETIVLGGVFQHLKSKGEDKVPILGSIPVVKQ 384
NTDB id 1381 A4U84 RS02010 WP 021113424.1 TPHISKQNQILLDLAISQNSPNNQI..N.NTMVTIDKQEIKTQVLAKHGETIVLGGIFQHLIAKGEDKVPLLGSIPVIKR 386
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